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SEQUENCE LISTING 



<110> Spytek, Kimberly A 
Casman, Stacie 
Padigaru, Mural idhara 
Dickson, Kevin 
Vernet, Corine 
Spaderna, Steven K 
Shenoy, Suresh G 
Gerlach, Valerie 
Ellerman, Karen 
Edinger, Shlomit 
MacDougall, John R 
Smithson, Glennda 
Li , Li 

Malyankar, Urial M 
Taylor, Sarah 
Gunther, Erik 
Tchernev, Velizar T 

<120> Novel Proteins and Nucleic Acids Encoding Same 

<130> 21401-132 

<140> 09/965,422 
<141> 2001-09-27 

<150> 60/236,286 
<151> 2000-09-28 

<150> 60/236,284 
<151> 2000-09-28 

<150> 60/237,581 
<151> 2000-10-03 

<150> 60/238,735 
<151> 2000-10-06 

<150> 60/240,736 
<151> 2000-10-16 

<150> 60/260,019 
<151> 2001-01-05 

<150> 60/260, 338 
<151> 2001-01-08 

<150> 60/262,156 
<151> 2001-01-17 

<150> 60/262,498 
<151> 2001-01-18 

<150> 60/263, 133 
<151> 2001-01-19 



<150> 60/263,691 
<151> 2001-01-24 

<150> 60/266, 109 
<151> 2001-02-02 

<150> 60/271,634 
<151> 2001-02-26 

<160> 127 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 1329 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atggagccgc 

ccagccctgg 

gggaacacag 

ttcttcctgg 

atgctggtcc 

atgtgtctga 

gaccgttatg 

tgcatgcaga 

atccttgtct 

gcagtgctaa 

acagccgtcc 

tctgccatcc 

gcccaccgca 

aaggccaagg 

tcgctgaacc 

ctgctgagag 

ctgtcagctg 

aagccattaa 

tgctccgcat 

gaacactgct 

ttaaagcttc 

atggcaacag 

tgtctggat 



tcaacagaac 
agcatctgct 
ccatcatggc 
gcaacctctc 
acctcctgtc 
gcctgtccac 
tggctatctg 
tggcagcgct 
ggcacctccc 
aactggcctg 
tgacactggc 
ttagggtacc 
cagtggtggt 
atcccaacgt 
ccatcattta 
gaggtttgct 
gcataggcta 
ggtttgtttc 
catggtcttc 
ggtcaccatg 
tactcagaag 
gaaggcacag 



agaggtgtcc 
cttccctctg 
ggtgagcgtg 
taccctggac 
atcccggaag 
gggctccacg 
ccagccgctt 
gagctggggg 
cttctgtggc 
tggggacatc 
ccccctcttg 
ctctgctgca 
ggttttttat 
ggataagact 
cagcctgagg 
ctccaggaaa 
ggttgtgctg 
ttgctcctga 
acccctctgg 
acaaaaagaa 
tggctgtgtt 
gaccacacct 



gagttctttc 
tgctcagcca 
ctagatatcc 
atctgctaca 
accatctcct 
gagtgcctgc 
aggtacccag 
acaggctttg 
cacgtcatca 
tccctcaatg 
ctcatctgcc 
ggccggtgca 
gggacaatct 
gtcgcattgt 
aatgcagagg 
gcatcccact 
tggtcatgac 
tgcaggtcca 
gactcaggat 
aagggaaagt 
gcctccacct 
attgttaagg 



tgaaaggatt 
tgtacctggt 
acctgcacac 
cgcccacctt 
ttgctgtctg 
tactggccgt 
agctcatgag 
ccaactcact 
actacttcta 
cgctggcatt 
tgtcttacct 
aagccttttc 
ccttcatgta 
tctacggggt 
tgaaagctgc 
gctactgctg 
ctcaaacctt 
ccagaggctg 
gacaaaacag 
aacaaagcct 
acatttcagt 
gggaaaagca 



ttctggctac 
gaccctcctg 
gcccgtgtac 
tgtgcctctg 
tgccatccag 
gatggcatat 
tgggcagacc 
gctacagtcc 
tgagatcttg 
aatggtggcc 
tttcatcctg 
cacctgctca 
cttcaaaccc 
tgtgacgccc 
cgtcctaact 
ccctctgccc 
gagaggctta 
gtggggcttc 
ctaccattgg 
acactgactc 
ggccaacaca 
cactatcgtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1329 



<210> 2 
<211> 326 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Glu Pro Leu Asn Arg Thr Glu Val Ser Glu Phe Phe Leu Lys Gly 
15 10 15 



Phe Ser Gly Tyr Pro Ala Leu Glu His Leu Leu Phe Pro Leu Cys Ser 
20 25 30 



Ala Met Tyr Leu Val Thr Leu Leu Gly Asn Thr Ala lie Met Ala Val 

2 



35 



40 



45 



Ser Val Leu Asp lie His Leu His Thr Pro Val Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser Thr Leu Asp lie Cys Tyr Thr Pro Thr Phe Val Pro Leu 
65 70 75 80 

Met Leu Val His Leu Leu Ser Ser Arg Lys Thr lie Ser Phe Ala Val 
85 90 95 

Cys Ala lie Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys 
100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Gin 
115 120 125 

Pro Leu Arg Tyr Pro Glu Leu Met Ser Gly Gin Thr Cys Met Gin Met 
130 135 140 

Ala Ala Leu Ser Trp Gly Thr Gly Phe Ala Asn Ser Leu Leu Gin Ser 
145 150 155 160 

lie Leu Val Trp His Leu Pro Phe Cys Gly His Val lie Asn Tyr Phe 
165 170 175 

Tyr Glu lie Leu Ala Val Leu Lys Leu Ala Cys Gly Asp lie Ser Leu 
180 185 190 

Asn Ala Leu Ala Leu Met Val Ala Thr Ala Val Leu Thr Leu Ala Pro 
195 200 205 

Leu Leu Leu lie Cys Leu Ser Tyr Leu Phe lie Leu Ser Ala lie Leu 
210 215 220 

Arg Val Pro Ser Ala Ala Gly Arg Cys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

Ala His Arg Thr Val Val Val Val Phe Tyr Gly Thr lie Ser Phe Met 
245 250 255 

Tyr Phe Lys Pro Lys Ala Lys Asp Pro Asn Val Asp Lys Thr Val Ala 
260 265 270 

Leu Phe Tyr Gly Val Val Thr Pro Ser Leu Asn Pro lie lie Tyr Ser 
275 280 285 

Leu Arg Asn Ala Glu Val Lys Ala Ala Val Leu Thr Leu Leu Arg Gly 
290 295 300 

Gly Leu Leu Ser Arg Lys Ala Ser His Cys Tyr Cys Cys Pro Leu Pro 
305 310 315 320 



Leu Ser Ala Gly lie Gly 
325 



3 



<210> 3 

<211> 1013 

<212> DNA 

<213> Homo sapiens 



<400> 3 

cctatgtgat 

tggggatggt 

ctgattatcc 

ctattttggg 

cgatgtattt 

ttccccagct 

tggttcacct 

tgtcctgtga 

tccatctctg 

tacagtccac 

tctgcgaggt 

agctttttgt 

ctggctacat 

tcgggacctg 

tgtatctgca 

acactgtggt 

aaggggcatt 



gtgttatctt 
gagacatacc 
tcagttacag 
gaataccacc 
cttcctttct 
cctggtaaac 
ttacaactcc 
ccgctatgtg 
catggccttg 
cctcaccctg 
ccctgtgctc 
ggctagtatc 
tgcccacgca 
cttctcccac 
gccagccaag 
aacccgcatg 
aaagaaagtt 



tctcagctat 
aatgagagca 
aaggttctat 
atcattctgg 
catctctcct 
ctgtgggaac 
catgccctgg 
gctgtctgcc 
gcatctatgg 
cagctgccct 
atcaagctgg 
cttttcctta 
gtgttgagga 
ctgacagtgg 
agtagatcca 
cttaaccctc 
ctagcaaagg 



gcctcagcct 
acctagcagg 
ttgtgctcat 
tttctcgtct 
tcctgtaccg 
ccatgaaaac 
gatccactga 
gtcctctcca 
catggctcag 
tctgtgggca 
cttgtgtggg 
tagtgcctgt 
ttaagtcagc 
tcaccatctt 

gggaccaggg 
ttatttatac 
ctctgggagt 



tggggaacac 
tttcatcctt 
attgattctg 
ggaacccaag 
ctgcttcacc 
tatcgcctat 
gtgcgtcctc 
ttacactgtc 
tggaatagcc 
tcgccaagtg 
caccacgttt 
ctcattcatc 
taccgggaga 
ttatggaacc 
caagtttgtt 
cttgaggatc 
aaatatttta 



actttacata 
ttagggtttt 
tatttactaa 
cctcatatgc 
agcagtgtta 
ggtggctgtt 
ccggctctga 
ttaatgcata 
accaccctgg 
gatcatttca 
aacgaggctg 
ctggtctcct 
cagaaagcat 
atcatcttca 
tctctcttct 
aaggaggtga 
tga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1013 



<210> 4 
<211> 334 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Cys Tyr Leu Ser Gin Leu Cys Leu Ser Leu Gly Glu His Thr Leu 
! 5 10 15 

His Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe 
20 25 30 

He Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe 
35 40 45 

Val Leu He Leu He Leu Tyr Leu Leu Thr He Leu Gly Asn Thr Thr 
50 55 60 

He lie Leu Val Ser Arg Leu Glu Pro Lys Pro His Met Pro Met Tyr 
65 70 75 80 

Phe Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser 
85 90 95 

Val He Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr He 
100 105 HO 

Ala Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly 
115 120 125 

Ser Thr Glu Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val 
130 135 140 

4 



Ala Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His lie His Leu 
145 150 155 160 

Cys Met Ala Leu Ala Ser Met Ala Trp Leu Ser Gly lie Ala Thr Thr 
165 170 175 

Leu Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg 
180 185 190 

Gin Val Asp His Phe lie Cys Glu Val Pro Val Leu He Lys Leu Ala 
195 200 205 

Cys Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He 
210 215 220 

Leu Phe Leu He Val Pro Val Ser Phe He Leu Val Ser Ser Gly Tyr 
225 230 235 240 

He Ala His Ala Val Leu Arg He Lys Ser Ala Thr Gly Arg Gin Lys 
245 250 255 

Ala Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr He Phe Tyr 
260 265 270 

Gly Thr He He Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg 
275 280 285 

Asp Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met 
290 295 300 

Leu Asn Pro Leu He Tyr Thr Leu Arg He Lys Glu Val Lys Gly Ala 
305 310 315 320 

Leu Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn He Leu 
325 330 



<210> 5 

<211> 1014 

<212> DNA 

<213 > Homo sapiens 



<400> 5 

ccctatgtga 

atggggatgg 

tctgattatc 

actattttgg 

ccgatgtatt 

attccccagc 

ttggttcacc 

atgtcctgtg 

atccatctct 

gtacagtcca 

atctgcgagg 

gagctttttg 

tctggctaca 



tgtgttatct 
tgagacatac 
ctcagttaca 
ggaataccac 
tcttcctttc 
tcctggtaaa 
tttacaactc 
accgctatgt 
gcatggcctt 
ccctcaccct 
tccctgtgct 
tggctagtat 
ttgcccacgc 



ttctcagcta 
caatgagagc 
gaaggttcta 
catcattctg 
tcatctctcc 
cctgtgggaa 
ccatgccctg 
ggctgtctgc 
ggcatctatg 
gcagctgccc 
catcaagctg 
ccttttcctt 
agtgttgagg 



tgcctcagcc 
aacctagcag 
tttgtgctca 
gtttctcgtc 
ttcctgtacc 
cccatgaaaa 
ggatccactg 
cgtcctctcc 
gcatggctca 
ttctgtgggc 
gcttgtgtgg 
atagtgcctg 
attaagtcag 



ttggggaaca 
gtttcatcct 
tattgattct 
tggaacccaa 
gctgcttcac 
ctatcgccta 
agtgcgtcct 
attacactgt 
gtggaatagc 
atcgccaagt 
gcaccacgtt 
tctcattcat 
ctaccaggag 



cactttacat 
tttagggttt 
gtatttacta 
gcttcatatg 
cagcagtgtt 
tggtggctgt 
cccggctctg 
cttaatgcat 
caccaccctg 
ggatcatttc 
taacgaggct 
cctggtctcc 
acagaaagca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 



5 



ttcgggacct gcttctccca cctgacagtg gtcaccatct tttatggaac catcatcttc 840 

atgtatctgc agccagccaa gagtagatcc agggaccagg gcaagtttgt ttctctcttc 900 

tacactgtgg taacccgcat gcttaaccct cttatttata ccttgaggat caaggaggtg 960 

aaaggggcat taaagaaagt tctagcaaag gctctgggag taaatatttt atga 1014 



<210> 6 
<211> 334 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Cys Tyr Leu Ser Gin Leu Cys Leu Ser Leu Gly Glu His Thr Leu 
15 10 15 

His Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe 
20 25 30 

lie Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe 
35 40 45 

Val Leu lie Leu lie Leu Tyr Leu Leu Thr lie Leu Gly Asn Thr Thr 
50 55 60 

lie lie Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr 
65 70 75 80 

Phe Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser 
85 90 95 

Val lie Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr lie 
100 105 110 

Ala Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly 
115 120 125 

Ser Thr Glu Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val 
130 135 140 

Ala Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His lie His Leu 
145 150 155 160 

Cys Met Ala Leu Ala Ser Met Ala Trp Leu Ser Gly lie Ala Thr Thr 
165 170 175 

Leu Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg 
180 185 190 

Gin Val Asp His Phe lie Cys Glu Val Pro Val Leu lie Lys Leu Ala 
195 200 205 

Cys Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser lie 
210 215 220 

Leu Phe Leu lie Val Pro Val Ser Phe lie Leu Val Ser Ser Gly Tyr 
225 230 235 240 



6 



lie Ala His Ala Val Leu Arg lie Lys Ser Ala Thr Arg Arg Gin Lys 
245 250 255 

Ala Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr lie Phe Tyr 
260 265 270 

Gly Thr lie lie Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg 
275 280 285 

Asp Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met 
290 295 300 

Leu Asn Pro Leu lie Tyr Thr Leu Arg lie Lys Glu Val Lys Gly Ala 
305 310 315 320 

Leu Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn lie Leu 
325 330 



<210> 7 

<211> 1007 

<212> DNA 

<213> Homo sapiens 



<400> 7 

tgatgtgtta 

tggtgagaca 

atcctcagtt 

tggggaatac 

atttcttcct 

agctcctggt 

acctttacaa 

gtgaccgcta 

tctgcatggc 

ccaccctcac 

aggtccctgt 

ttgtggctag 

acattgccca 

cctgcttctc 

tgcagccagc 

tggtaacccg 

cattaaagaa 



tctttctcag 
taccaatgag 
acagaaggtt 
caccatcatt 
ttctcatctc 
aaacctgtgg 
ctcccatgcc 
tgtggctgtc 
cttggcatct 
cctgcagctg 
gctcatcaag 
tatccttttc 
cgcagtgttg 
ccacctgaca 
caagagtaga 
catgcttaac 
agttctagca 



ctatgcctca 
agcaacctag 
ctatttgtgc 
ctggtttctc 
tccttcctgt 
gaacccatga 
ctgggatcca 
tgccgtcctc 
atggcatggc 
cccttctgtg 
ctggcttgtg 
cttatagtgc 
aggattaagt 
gtggtcacca 
tccagggacc 
cctcttattt 
aaggctctgg 



gccttgggga 
caggtttcat 
tcatattgat 
gtctggaacc 
accgctgctt 
aaactatcgc 
ctgagtgcgt 
tccattacac 
tcagtggaat 
ggcatcgcca 
tgggcaccac 
ctgtctcatt 
cagctaccag 
tcttttatgg 
agggcaagtt 
ataccttgag 
gagtaaatat 



acacacttta 
ccttttaggg 
tctgtattta 
caagcttcat 
caccagcagt 
ctatggtggc 
cctcccggct 
tgtcttaatg 
agccaccacc 
agtggatcat 
gtttaacgag 
catcctggtc 
gagacagaaa 
aaccatcatc 
tgtttctctc 
gatcaaggag 
tttatga 



catatgggga 
ttttctgatt 
ctaactattt 
atgccgatgt 
gttattcccc 
tgtttggttc 
ctgatgtcct 
catatccatc 
ctggtacagt 
ttcatctgcg 
gctgagcttt 
tcctctggct 
gcattcggga 
ttcatgtatc 
ttctacactg 
gtgaaagggg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1007 



<210> 8 
<211> 334 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Cys Tyr Leu Ser Gin Leu Cys Leu Ser Leu Gly Glu His Thr Leu 
15 10 15 



His Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe 
20 25 30 



lie Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe 

7 



35 



40 



45 



Val Leu lie Leu lie Leu Tyr Leu Leu Thr lie Leu Gly Asn Thr Thr 
50 55 60 

lie lie Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr 
65 70 75 80 

Phe Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser 
85 90 95 

Val lie Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr lie 
100 105 110 

Ala Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly 
115 120 125 

Ser Thr Glu Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val 
130 135 140 

Ala Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His lie His Leu 
145 150 155 160 

Cys Met Ala Leu Ala Ser Met Ala Trp Leu Ser Gly lie Ala Thr Thr 
165 170 175 

Leu Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg 
180 185 190 

Gin Val Asp His Phe lie Cys Glu Val Pro Val Leu lie Lys Leu Ala 
195 200 205 

Cys Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He 
210 215 220 

Leu Phe Leu He Val Pro Val Ser Phe He Leu Val Ser Ser Gly Tyr 
225 230 235 240 

He Ala His Ala Val Leu Arg lie Lys Ser Ala Thr Arg Arg Gin Lys 
245 250 255 

Ala Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr He Phe Tyr 
260 265 270 

Gly Thr He lie Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg 
275 280 285 

Asp Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met 
290 295 300 

Leu Asn Pro Leu lie Tyr Thr Leu Arg He Lys Glu Val Lys Gly Ala 
305 310 315 320 



Leu Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn lie Leu 
325 330 
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<210> 9 

<211> 1014 

<212> DNA 

<213> Homo sapiens 



<400> 9 

ccctatgtga 

atggggatgg 

tctgattatc 

actattttgg 

ccgatgtatt 

attccccagc 

ttggttcacc 

atgtcctgtg 

atccatctct 

gtacagtcca 

atctgcgagg 

gagctttttg 

tctggctaca 

ttcgggacct 

atgtatctgc 

tacactgtgg 

aaaggggcat 



tgtgttatct 
tgagacatac 
ctcagttaca 
ggaataccac 
tcttcctttc 
tcctggtaaa 
tttacaactc 
accgctatgt 
gcatggcctt 
ccctcaccct 
tccctgtgct 
tggctagtat 
ttgcccacgc 
gcttctccca 
agccagccaa 
taacccgcat 
taaagaaagt 



ttctcagcta 
caatgagagc 
gaaggttcta 
catcattctg 
tcatctctcc 
cctgtgggaa 
ccatgccctg 
ggctgtctgc 
ggcatctatg 
gcagctgccc 
catcaagctg 
ccttttcctt 
agtgttgagg 
cctgacagtg 
gagtagatcc 
gcttaaccct 
tctagcaaag 



tgcctcagcc 
aacctagcag 
tttgtgctca 
gtttctcgtc 
ttcctgtacc 
cccatgaaaa 
ggatccactg 
cgtcctctcc 
gcatggctca 
ttctgtgggc 
gcttgtgtgg 
atagtgcctg 
attaagtcag 
gtcaccatct 

a 999 acca 99 
cttatttata 
gctctgggag 



ttggggaaca 
gtttcatcct 
tattgattct 
tggaacccaa 
gctgcttcac 
ctatcgccta 
agtgcgtcct 
attacactgt 
gtggaatagc 
atcgccaagt 
gcaccacgtt 
tctcattcat 
ctaccgggag 
tttatggaac 
gcaagtttgt 
ccttgaggat 
taaatatttt 



cactttacat 
tttagggttt 
gtatttacta 
gcttcatatg 
cagcagtgtt 
tggtggctgt 
cccggctctg 
cttaatgcat 
caccaccctg 
ggatcatttc 
taacgaggct 
cctggtctcc 
acagaaagca 
catcatcttc 
ttctctcttc 
caaggaggtg 
atga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1014 



<210> 10 
<211> 334 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Cys Tyr Leu Ser Gin Leu Cys Leu Ser Leu Gly Glu His Thr Leu 
15 10 15 

His Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe 
20 25 30 

lie Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe 
35 40 45 

Val Leu He Leu He Leu Tyr Leu Leu Thr He Leu Gly Asn Thr Thr 
50 55 60 

He He Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr 
65 70 75 80 

Phe Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser 
85 90 95 

Val He Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr He 
100 105 110 

Ala Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly 
115 120 125 



Ser Thr Glu Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val 
130 135 140 



9 



Ala Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His lie His Leu 
145 150 155 160 

Cys Met Ala Leu Ala Ser Met Ala Trp Leu Ser Gly lie Ala Thr Thr 
165 170 175 

Leu Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg 
180 185 190 

Gin Val Asp His Phe lie Cys Glu Val Pro Val Leu lie Lys Leu Ala 
195 200 205 

Cys Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He 
210 215 220 

Leu Phe Leu He Val Pro Val Ser Phe He Leu Val Ser Ser Gly Tyr 
225 230 235 240 

He Ala His Ala Val Leu Arg He Lys Ser Ala Thr Gly Arg Gin Lys 
245 250 255 

Ala Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr lie Phe Tyr 
260 265 270 

Gly Thr He lie Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg 
275 280 285 

Asp Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met 
290 295 300 

Leu Asn Pro Leu lie Tyr Thr Leu Arg lie Lys Glu Val Lys Gly Ala 
305 310 315 320 

Leu Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn He Leu 
325 330 



<210> 11 

<211> 1005 

<212> DNA 

<213> Homo sapiens 



<400> 11 

tgttttggat 

ttgggcaatg 

ctggaggctg 

ttcaccataa 

ctcagcaacc 

gttaacttgc 

atttctctgg 

tacattgctg 

cagctggcat 

accttgcaat 

gctcttctca 

agtgttctgt 

caagctgtgc 



gtacccattc 
agagttccct 
ttctctttgt 
tcatcatctc 
tctctttact 
aaagaccaaa 
cactgggctc 
tctgcaaacc 
ctatctcctg 
tgcctctctg 
agttggcttg 
ttgttgtcat 
tgaggatcaa 



cattcctgcc 
aatggatttc 
atttgtcctt 
atatctggat 
ggacatctgc 
gaagacgatc 
cactgaatgt 
cctccactat 
gctcagtggt 
tggcaaccat 
tgtggacacc 
tccaccagca 
atcagtagag 



ttaggtgcgg 
atccttctag 
ttcttctacc 
ccccctcttc 
ttcactacta 
acttacggtg 
atcctcttgg 
gtagtcatca 
ttggctagtt 
aggctggacc 
actgtcaatg 
ctcatctcca 
gcaaggcata 



atccccctgg 
gcttctcaga 
tcctgaccct 
ataccccaat 
gccttgctcc 
gttgtgtggc 
ctgacatggc 
tgaacccacg 
ccctaatcca 
attttatttg 
aattggtgct 
tctcctatgg 
aagccttcag 



agggatggga 
ccaccctcgt 
tgtgggaaac 
gtactttttt 
tcagacctta 
gcaactctat 
cttggatcgg 
gctt tgccaa 
tgcaactttt 
cgaagtacca 
ttttgttgtt 
cttcataact 
cacctgctcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 
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tcccacctta cagtggtgat tatattctat ggcaccataa tctacgtgta cctgcaacct 840 

agtgacagct atgcccagga ccaagggaag tttatctccc tcttctacac catggtgacc 900 

cccactttaa atcctatcat ctatacttta aggaacaagg atatgaaaga ggctctgagg 960 

aaacttctct cgggaaaatt gtgattccta tggacatgat ttgtc 1005 



<210> 12 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Gly Leu Gly Asn Glu Ser Ser Leu Met Asp Phe lie Leu Leu Gly 
15 10 15 

Phe Ser Asp His Pro Arg Leu Glu Ala Val Leu Phe Val Phe Val Leu 
20 25 30 

Phe Phe Tyr Leu Leu Thr Leu Val Gly Asn Phe Thr lie lie lie lie 
35 40 45 

Ser Tyr Leu Asp Pro Pro Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Leu Leu Asp lie Cys Phe Thr Thr Ser Leu Ala Pro Gin 
65 70 75 80 

Thr Leu Val Asn Leu Gin Arg Pro Lys Lys Thr lie Thr Tyr Gly Gly 
85 90 95 

Cys Val Ala Gin Leu Tyr lie Ser Leu Ala Leu Gly Ser Thr Glu Cys 
100 105 110 

lie Leu Leu Ala Asp Met Ala Leu Asp Arg Tyr lie Ala Val Cys Lys 
115 120 125 

Pro Leu His Tyr Val Val lie Met Asn Pro Arg Leu Cys Gin Gin Leu 
130 135 140 

Ala Ser lie Ser Trp Leu Ser Gly Leu Ala Ser Ser Leu lie His Ala 
145 150 155 160 

Thr Phe Thr Leu Gin Leu Pro Leu Cys Gly Asn His Arg Leu Asp His 
165 170 175 

Phe lie Cys Glu Val Pro Ala Leu Leu Lys Leu Ala Cys Val Asp Thr 
180 185 190 

Thr Val Asn Glu Leu Val Leu Phe Val Val Ser Val Leu Phe Val Val 
195 200 205 

lie Pro Pro Ala Leu lie Ser lie Ser Tyr Gly Phe lie Thr Gin Ala 
210 215 220 

Val Leu Arg lie Lys Ser Val Glu Ala Arg His Lys Ala Phe Ser Thr 
225 230 235 240 
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Cys Ser Ser His Leu Thr Val Val He He Phe Tyr Gly Thr He He 
245 250 255 

Tyr Val Tyr Leu Gin Pro Ser Asp Ser Tyr Ala Gin Asp Gin Gly Lys 
260 265 270 

Phe He Ser Leu Phe Tyr Thr Met Val Thr Pro Thr Leu Asn Pro He 
275 280 285 

He Tyr Thr Leu Arg Asn Lys Asp Met Lys Glu Ala Leu Arg Lys Leu 
290 295 300 

Leu Ser Gly Lys Leu 
305 



<210> 13 

<211> 954 

<212> DNA 

<213> Homo sapiens 



<400> 13 

atggagcaga 

gcccgtttcc 

agcaacgtgg 

ttcctgctca 

atgctggtcg 

cacttcctct 

gatcgctacg 

tgctggttga 

cccgtcacca 

gtgcctgccc 

gtctgctgta 

attctcatta 

tgctcctcac 

ctgcctcatt 

cttactccca 

ctacagaagg 



gcaattattc 
cctggcttct 
tcaagatcat 
gccagctctc 
accaggtgat 
acttgacctt 
tagccatctg 
ttgtggcggc 
tgcagttccc 
ttctgaagct 
ttatgatgct 
ctgtttatag 
acatggtggt 
cttaccacac 
tgctcaatcc 
ttgtggggag 



cgtgtatgcc 
ctttgccctc 
tctcatccac 
cctcagggac 
gagccagaga 
agcaggggct 
caaccctctg 
agcctggctg 
cttctgtgcc 
ctcctgcacg 
cctcatccct 
gatgagcgag 
tgtcagcctc 
ccctgagcag 
actcatttac 
gtgtgtgtcc 



gactttatcc 
attctcctgg 
atagactccc 
atcctgtata 
gccatttcct 
gagttcttcc 
cactatcctg 
ggagggtcta 
tctcgggaga 
gacacatcag 
ttctctgtca 
gcagagggga 
ttctatgggg 
gacaaagctg 
agccttagga 
tcaggaaagg 



ttctgggttt 
tctttttgac 
gcctccacac 
tttccaccat 
ttgctggatg 
tcctaggact 
tcctcatgag 
tcgatggttt 
tcaaccactt 
cctacgagac 
tctcgggctc 
ggggaaaggc 
ctgccatgta 
tatctgcctt 
acaaggatgt 
taaccacttt 



gttcagcaac 
ctccatagcc 
ccccatgtac 
tgtgcccaaa 
cactgcccaa 
catgtcctat 
ccgcaagatc 
cttgctcacc 
cttctgcgag 
agccatgtat 
ttacacaaga 
tgtggccacc 
cacatacgtg 
ctacaccatc 
cacaggggcc 
ctaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

954 



<210> 14 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Glu Gin Ser Asn Tyr Ser Val Tyr Ala Asp Phe He Leu Leu Gly 
15 10 15 

Leu Phe Ser Asn Ala Arg Phe Pro Trp Leu Leu Phe Ala Leu He Leu 
20 25 30 

Leu Val Phe Leu Thr Ser He Ala Ser Asn Val Val Lys He He Leu 
35 40 45 



He His He Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 
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Gin Leu Ser Leu Arg Asp lie Leu Tyr lie Ser Thr lie Val Pro Lys 
65 70 75 80 

Met Leu Val Asp Gin Val Met Ser Gin Arg Ala lie Ser Phe Ala Gly 
85 90 95 

Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Ala Gly Ala Glu Phe 
100 105 110 

Phe Leu Leu Gly Leu Met Ser Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

Pro Leu His Tyr Pro Val Leu Met Ser Arg Lys lie Cys Trp Leu lie 
130 135 140 

Val Ala Ala Ala Trp Leu Gly Gly Ser lie Asp Gly Phe Leu Leu Thr 
145 150 155 160 

Pro Val Thr Met Gin Phe Pro Phe Cys Ala Ser Arg Glu lie Asn His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Thr Asp Thr 
180 185 190 

Ser Ala Tyr Glu Thr Ala Met Tyr Val Cys Cys lie Met Met Leu Leu 
195 200 205 

lie Pro Phe Ser Val lie Ser Gly Ser Tyr Thr Arg lie Leu lie Thr 
210 215 220 

Val Tyr Arg Met Ser Glu Ala Glu Gly Arg Gly Lys Ala Val Ala Thr 
225 230 235 240 

Cys Ser Ser His Met Val Val Val Ser Leu Phe Tyr Gly Ala Ala Met 
245 250 255 

Tyr Thr Tyr Val Leu Pro His Ser Tyr His Thr Pro Glu Gin Asp Lys 
260 265 270 

Ala Val Ser Ala Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Gin Lys Val 
290 295 300 

Val Gly Arg Cys Val Ser Ser Gly Lys Val Thr Thr Phe 
305 310 315 



<210> 15 

<211> 954 

<212> DNA 

<213> Homo sapiens 

<400> 15 

atggagcaga gcaattattc cgtgtatgcc gactttatcc ttctgggttt gttcagcaat 60 

13 



gcccgtttcc 
agcaacgtgg 
ttcctgctca 
atgctggtcg 
cacttcctct 
gatcgctacg 
tgctggttga 
cccgtcacca 
gtgcctgccc 
gtctgctgta 
attctcatta 
tgctcctcac 
ctgcctcatt 
ctcactccca 
ctacagaagg 



cctggcttct 
tcatgatcat 
gccagctctc 
accaggtgat 
acttgacctt 
tagccatctg 
ttgtggcggc 
tgcagttccc 
ttctgaagct 
ttatgatgct 
ctgtttatag 
acatggtggt 
cttaccacac 
tgctcaatcc 
ttgtggggag 



ctttgccctc 
tctcatccac 
cctcagggac 
gagccagaga 
agcaggggct 
caaccctctg 
agcctggctg 
cttctgtgcc 
ctcctgcacg 
cctcatccct 
gatgagcgag 
tgtcagcctc 
ccctgagcag 
actcatttac 
gtgtgtgtcc 



attctcctgg 
atagactccc 
atcctgtata 
gccatttcct 
gagttcttcc 
cactatcctg 
ggagggtcta 
tctcgggaga 
gacacatcag 
ttctctgtga 
gcagagggga 
ttctatgggg 
gacaaagctg 
agccttagga 
tcaggaaagg 



tctttgtgac 
gcctccacac 
tttccaccat 
ttgcaggatg 
tcctaggact 
acctcatgag 
tcgatggttt 
tcaaccactt 
cctacgagac 
tctcgggctc 
ggcgaaaggc 
ctgccatgta 
tatctgcctt 
acaaggatgt 
taaccacttt 



ctccatagcc 
ccccatgtac 
tgtgcccaaa 
cactgcccaa 
catgtcctat 
ccgcaagatc 
cttgctcacc 
cttctgcgag 
agccatgtat 
ttacacaaga 
tgtggccacc 
cacatacgtg 
ctacaccatc 
cacgggggcc 
ctaa 



120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
954 



<210> 16 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Glu Gin Ser Asn Tyr Ser Val Tyr Ala Asp Phe lie Leu Leu Gly 
15 10 15 

Leu Phe Ser Asn Ala Arg Phe Pro Trp Leu Leu Phe Ala Leu lie Leu 
20 25 30 

Leu Val Phe Val Thr Ser He Ala Ser Asn Val Val Met He He Leu 
35 40 45 

He His He Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Arg Asp He Leu Tyr He Ser Thr lie Val Pro Lys 
65 70 75 80 

Met Leu Val Asp Gin Val Met Ser Gin Arg Ala He Ser Phe Ala Gly 
85 90 95 

Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Ala Gly Ala Glu Phe 
100 105 110 

Phe Leu Leu Gly Leu Met Ser Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

Pro Leu His Tyr Pro Asp Leu Met Ser Arg Lys He Cys Trp Leu He 
130 135 140 

Val Ala Ala Ala Trp Leu Gly Gly Ser lie Asp Gly Phe Leu Leu Thr 
145 150 155 160 



Pro Val Thr Met Gin Phe Pro Phe Cys Ala Ser Arg Glu lie Asn His 
165 170 175 



Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Thr Asp Thr 
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180 185 190 

Ser Ala Tyr Glu Thr Ala Met Tyr Val Cys Cys lie Met Met Leu Leu 
195 200 205 

lie Pro Phe Ser Val lie Ser Gly Ser Tyr Thr Arg lie Leu lie Thr 
210 215 220 

Val Tyr Arg Met Ser Glu Ala Glu Gly Arg Arg Lys Ala Val Ala Thr 
225 230 235 240 

Cys Ser Ser His Met Val Val Val Ser Leu Phe Tyr Gly Ala Ala Met 
245 250 255 

Tyr Thr Tyr Val Leu Pro His Ser Tyr His Thr Pro Glu Gin Asp Lys 
260 265 270 

Ala Val Ser Ala Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Gin Lys Val 
290 295 300 

Val Gly Arg Cys Val Ser Ser Gly Lys Val Thr Thr Phe 
305 310 315 



<210> 17 
<211> 939 
<212> DNA 

<213> Homo sapiens 
<400> 17 

atgcggctgg ccaaccagac cctgggtggt gactttttcc tgttgggaat cttcagccag 60 
atctcacacc ctggccgcct ctgcttgctt atcttcagta tatttttgat ggctgtgtct 120 
tggaatatta cattgatact tctgatccac attgactcct ctctgcatac tcccatgtac 180 
ttctttataa accagctctc actcatagac ttgacatata tttctgtcac tgtccccaaa 240 
atgctggtga accagctggc caaagacaag accatctcgg tccttgggtg tggcacccag 300 
atgtacttct acctgcagtt gggaggtgca gagtgctgcc ttctagccgc catggcctat 360 
gaccgctatg tggctatctg ccatcctctc cgttactctg tgctcatgag ccatagggta 420 
tgtctcctcc tggcatcagg ctgctggttt gtgggctcag tggatggctt catgctcact 480 
cccatcgcca tgagcttccc cttctgcaga tcccatgaga ttcagcactt cttctgtgag 540 
gtccctgctg ttttgaagct ctcttgctca gacacctcac tttacaagat tttcatgtac 600 
ttgtgctgtg tcatcatgct cctgatacct gtgacggtca tttcagtgtc ttactactat 660 
atcatcctca ccatccataa gatgaactca gttgagggtc ggaaaaaggc cttcaccacc 720 
tgctcctccc acattacagt ggtcagcctc ttctatggag ctgctattta caactacatg 780 
ctccccagct cctaccaaac tcctgagaaa gatatgatgt catccttttt ctacactatc 840 
cttacacctg tcttgaatcc tatcatttac agtttcagga ataaggatgt cacaagggct 900 
ttgaaaaaaa tgctgagcgt gcagaaacct ccatattaa 939 



<210> 18 

<211> 312 

<212> PRT 

<213> Homo sapiens 

<400> 18 
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Met Arg Leu Ala Asn Gin Thr Leu Gly Gly Asp Phe Phe Leu Leu Gly 
15 10 15 

lie Phe Ser Gin He Ser His Pro Gly Arg Leu Cys Leu Leu He Phe 
20 25 30 

Ser He Phe Leu Met Ala Val Ser Trp Asn He Thr Leu He Leu Leu 
35 40 45 

He His He Asp Ser Ser Leu His Thr Pro Met Tyr Phe Phe lie Asn 
50 55 60 

Gin Leu Ser Leu He Asp Leu Thr Tyr He Ser Val Thr Val Pro Lys 
65 70 75 80 

Met Leu Val Asn Gin Leu Ala Lys Asp Lys Thr lie Ser Val Leu Gly 
85 90 95 

Cys Gly Thr Gin Met Tyr Phe Tyr Leu Gin Leu Gly Gly Ala Glu Cys 
100 105 110 

Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

Pro Leu Arg Tyr Ser Val Leu Met Ser His Arg Val Cys Leu Leu Leu 
130 135 140 

Ala Ser Gly Cys Trp Phe Val Gly Ser Val Asp Gly Phe Met Leu Thr 
145 150 155 160 

Pro lie Ala Met Ser Phe Pro Phe Cys Arg Ser His Glu He Gin His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Val Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 

Ser Leu Tyr Lys lie Phe Met Tyr Leu Cys Cys Val lie Met Leu Leu 
195 200 205 

lie Pro Val Thr Val lie Ser Val Ser Tyr Tyr Tyr He lie Leu Thr 
210 215 220 

lie His Lys Met Asn Ser Val Glu Gly Arg Lys Lys Ala Phe Thr Thr 
225 230 235 240 

Cys Ser Ser His lie Thr Val Val Ser Leu Phe Tyr Gly Ala Ala He 
245 250 255 

Tyr Asn Tyr Met Leu Pro Ser Ser Tyr Gin Thr Pro Glu Lys Asp Met 
260 265 270 

Met Ser Ser Phe Phe Tyr Thr He Leu Thr Pro Val Leu Asn Pro lie 
275 280 285 

lie Tyr Ser Phe Arg Asn Lys Asp Val Thr Arg Ala Leu Lys Lys Met 
290 295 300 
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Leu Ser Val Gin Lys Pro Pro Tyr 
305 310 



<210> 19 
<211> 948 
<212> DNA 

<2 13 > Homo sapiens 



<400> 19 

atggccaaca 

ctcttcagac 

aaggcgttgt 

agccccatgt 

actgtgccca 

tgtgggatgc 

accatggcct 

aaccataggg 

ttcatgctca 

ttcttctgtg 

accctcatgt 

tcctatttac 

gcctttgcca 

tacacctaca 

ttctatacca 

gtcatggggg 



tcaccaggat 
aatccaaaca 
ctggaaatgc 
actttttcat 
agatgctcct 
agatgttcct 
atgaccgcta 
tctgtctttt 
ctcccatcac 
aagtccctgc 
acctatgctg 
tcatcctcct 
cctgctcctc 
tgctccccag 
tcctcactcc 
ctctgaagaa 



ggccaaccac 
tccagctcta 
tgtcctgatc 
cagtcaattg 
ggaccaggtc 
ctatctgaca 
cgtggccatc 
cctggcatcg 
catgagcttc 
tgtaacgatc 
tgtcctcatg 
caccgtccac 
ccacctgact 
ctcctaccac 
ggtgctgaac 
aatgttaact 



actggaaggt 
cttagtgtgg 
cttctgatac 
tctctcatgg 
atgggtgtga 
ctagcaggtt 
tgccatcctc 
ggctgctggt 
cccttctgca 
ctgtcctgct 
ctcctcatcc 
aggatgaact 
gtggtcatcc 
acccctgaga 
cctttaatct 
gtgagattcg 



tggatttcat 
tcatctttgt 
actgtgacgc 
acatggcgta 
ataaggtctc 
cggaattttt 
tccgttaccc 
tcctgggctc 
gatcctggga 
cagacacctc 
ctgtgacgat 
cagcagaggg 
tcttctatgg 
aggacatgat 
atagtcttag 
tcctttag 



cctcatggga 
ggttttcctg 
ccacctccac 
catttctgtc 
agcccctgag 
ccttctagcc 
tgtcctcatg 
agtggatggc 
gattcatcat 
actctatgag 
catttcaagc 
ccggaaaaag 
ggctgccgtc 
ggtatctgtc 
gaataaggat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

948 



<210> 20 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Ala Asn lie Thr Arg Met Ala Asn His Thr Gly Arg Leu Asp Phe 
15 10 15 

lie Leu Met Gly Leu Phe Arg Gin Ser Lys His Pro Ala Leu Leu Ser 
20 25 30 

Val Val He Phe Val Val Phe Leu Lys Ala Leu Ser Gly Asn Ala Val 
35 40 45 

Leu He Leu Leu He His Cys Asp Ala His Leu His Ser Pro Met Tyr 
50 55 60 

Phe Phe He Ser Gin Leu Ser Leu Met Asp Met Ala Tyr He Ser Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys Val 
85 90 95 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 
100 105 110 



Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 
115 120 125 
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Ala lie Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 
130 135 140 

Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly 
145 150 155 160 

Phe Met Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Arg Ser Trp 
165 170 175 

Glu lie His His Phe Phe Cys Glu Val Pro Ala Val Thr lie Leu Ser 
180 185 190 

Cys Ser Asp Thr Ser Leu Tyr Glu Thr Leu Met Tyr Leu Cys Cys Val 
195 200 205 

Leu Met Leu Leu lie Pro Val Thr lie lie Ser Ser Ser Tyr Leu Leu 
210 215 220 

lie Leu Leu Thr Val His Arg Met Asn Ser Ala Glu Gly Arg Lys Lys 
225 230 235 240 

Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val lie Leu Phe Tyr 
245 250 255 

Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro 
260 265 270 

Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr lie Leu Thr Pro Val 
275 280 285 

Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala 
290 295 300 

Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 
305 310 315 



<210> 21 

<211> 949 

<212> DNA 

<213> Homo sapiens 



<400> 21 

atggccaaca 

ctcttcagac 

aaggcgttgt 

acccccatgt 

actgtgccca 

tgtgggatgc 

accatggcct 

aaccataggg 

ttcatgctca 

ttcttctgtg 

accctcatgt 

tcctatttac 

gcctttgcca 



tcaccaggat 
aatccaaaca 
ctgaaaatgc 
actttttcat 
agatgctcct 
agatgttcct 
atgaccgcta 
tctgtctttt 
ctcccatcac 
aagtccctgc 
acctatgctg 
tcatcctcct 
cctgctcctc 



ggccaaccac 
tccagctcta 
tgtcctgatc 
cagtcaattg 
ggaccaggtc 
ctatctgaca 
cgtggccatc 
cctggcatcg 
catgagcttc 
tgtaacgatc 
tgtcctcatg 
caccatccac 
ccacctgact 



actggaaggt 
cttagtgtgg 
cttctgatac 
tctctcatgg 
atgggtgtga 
ctagcaggtt 
tgccatcctc 
ggctgctggt 
cccttctgca 
ctgtcctgct 
ctcctcatcc 
aggatgaact 
gtggtcatcc 
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tggatttcat 
tcatctttgt 
actgtgacgc 
acatggcgta 
ataagatctc 
cggaattttt 
tccgttaccc 
tcctgggctc 
gatcctggga 
cagacacctc 
ctgtgacgat 
cagcagaggg 
tcttctatgg 



cctcatggga 
ggttttcctg 
ccacctccac 
catttctgtc 
agcccctgag 
ccttctagcc 
tgtcctcatg 
agtggatggc 
gattcatcat 
actctataag 
catttcaagc 
ccggaaaaag 
ggctgccgtc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 



tacacctaca tgctccccag ctcctaccac acccctgaga aggacatgat ggtatctgtc 840 
ttctatacca tcctcactcc ggtgctgaac cctttaatct atagtcttag gaataaggat 900 
gtcatggggg ctctgaagaa aatgttaact gtgagattcg tcctttagg 949 



<210> 22 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Ala Asn lie Thr Arg Met Ala Asn His Thr Gly Arg Leu Asp Phe 
15 10 15 

lie Leu Met Gly Leu Phe Arg Gin Ser Lys His Pro Ala Leu Leu Ser 
20 25 30 

Val Val lie Phe Val Val Phe Leu Lys Ala Leu Ser Glu Asn Ala Val 
35 40 45 

Leu lie Leu Leu lie His Cys Asp Ala His Leu His Thr Pro Met Tyr 
50 55 60 

Phe Phe lie Ser Gin Leu Ser Leu Met Asp Met Ala Tyr lie Ser Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys lie 
85 90 95 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 
100 105 110 

Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

Ala lie Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 
130 135 140 

Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly 
145 150 155 160 

Phe Met Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Arg Ser Trp 
165 170 175 

Glu He His His Phe Phe Cys Glu Val Pro Ala Val Thr He Leu Ser 
180 185 190 

Cys Ser Asp Thr Ser Leu Tyr Lys Thr Leu Met Tyr Leu Cys Cys Val 
195 200 205 

Leu Met Leu Leu He Pro Val Thr He He Ser Ser Ser Tyr Leu Leu 
210 215 220 

He Leu Leu Thr lie His Arg Met Asn Ser Ala Glu Gly Arg Lys Lys 
225 230 235 240 



Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val lie Leu Phe Tyr 
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245 



250 



255 



Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro 
260 265 270 

Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr lie Leu Thr Pro Val 
275 280 285 

Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala 
290 295 300 

Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 
305 310 315 



<210> 23 

<211> 948 

<212> DNA 

<213> Homo sapiens 



<400> 23 

atggccaaca 

ctcttcagac 

aaggcgttgt 

agccccatgt 

actgtgccca 

tgtgggatgc 

accatggcct 

aaccataggg 

ttcatgctca 

ttcttctgtg 

accctcatgt 

tcctatttac 

gcctttgcca 

tacacctaca 

ttctatacca 

gtcatggggg 



tcaccaggat 
gatccaaaca 
ctggaaatgc 
actttttcat 
agatgctcct 
agatgttcct 
atgaccgcta 
tctgtctttt 
ctcccatcac 
aagtccctgc 
acctatgctg 
tcatcctcct 
cctgctcctc 
tgctccccag 
tcctcactcc 
ctctgaagaa 



ggccaaccac 
tccagctcta 
tgtcctgatc 
cagtcaattg 
ggaccaggtc 
ctatctgaca 
cgtggccatc 
cctggcatcg 
catgagcttc 
tgtaacgatc 
tgtcctcatg 
caccgtccac 
ccacctgact 
ctcctaccac 
ggtgctgaac 
aatgttaact 



actggaaggt 
cttagtgtgg 
cttctgatac 
tctctcatgg 
atgggtgtga 
ctagcaggtt 
tgccatcctc 
ggctgctggt 
cccttctgca 
ctgtcctgct 
ctcctcatcc 
aggatgaact 
gtggtcatcc 
acccctgaga 
cctttaatct 
gtgagattcg 



tggatttcat 
tcatctttgt 
actgtgacgc 
acatggcgta 
ataaggtctc 
cggaattttt 
tccgttaccc 
tcctgggctc 
gatcctggga 
cagacacctc 
ctgtgacgat 
cagcagaggg 
tcttctatgg 
aggacatgat 
atagtcttag 
tcctttag 



cctcatggga 
ggttttcctg 
ccacctccac 
catttctgtc 
agcccctgag 
ccttctagcc 
tgtcctcatg 
agtggatggc 
gattcatcat 
actctatgag 
catttcaagc 
ccggaaaaag 
ggctgccgtc 
ggtatctgtc 
gaataaggat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

948 



<210> 24 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Ala Asn lie Thr Arg Met Ala Asn His Thr Gly Arg Leu Asp Phe 
15 10 15 

lie Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala Leu Leu Ser 
20 25 30 

Val Val He Phe Val Val Phe Leu Lys Ala Leu Ser Gly Asn Ala Val 
35 40 45 



Leu He Leu Leu He His Cys Asp Ala His Leu His Ser Pro Met Tyr 
50 55 60 



20 



Phe Phe lie Ser Gin Leu Ser Leu Met Asp Met Ala Tyr lie Ser Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys Val 
85 90 95 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 
100 105 110 

Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

Ala lie Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 
130 135 140 

Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly 
145 150 155 160 

Phe Met Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Arg Ser Trp 
165 170 175 

Glu He His His Phe Phe Cys Glu Val Pro Ala Val Thr He Leu Ser 
180 185 190 

Cys Ser Asp Thr Ser Leu Tyr Glu Thr Leu Met Tyr Leu Cys Cys Val 
195 200 205 

Leu Met Leu Leu He Pro Val Thr He He Ser Ser Ser Tyr Leu Leu 
210 215 220 

He Leu Leu Thr Val His Arg Met Asn Ser Ala Glu Gly Arg Lys Lys 
225 230 235 240 

Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val He Leu Phe Tyr 
245 250 255 

Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro 
260 265 270 

Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr He Leu Thr Pro Val 
275 280 285 

Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala 
290 295 300 



Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 
305 310 315 



<210> 25 

<211> 951 

<212> DNA 

<213> Homo sapiens 

<400> 25 

atgacgaaca catcatcctc tgacttcacc ctcctggggc ttctggtgaa cagtgaggct 60 
gccgggattg tatttacagt gatccttgct gttttcttgg gggccgtgac tgcaaatttg 120 
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gtcatgatat 
agtcagctgt 
gacatggttt 
tacctgacca 
gtggctgtct 
ctggctgctg 
atgaatgtcc 
gttctgaaac 
gtcctcatgt 
accatccacc 
cacttgactg 
tccttccaca 
atgcttaatc 
gtatttgcat 



tcttgattca 
ccatcatgga 
ctaaagagaa 
tgattggttc 
gtaaccctct 
gtgcctggtt 
cttactgtgg 
tggcctgtgc 
tgctcatccc 
gcatgccctc 
tagttagcat 
cccccgagca 
ctctcatcta 
gttgctcatc 



ggtggactct 
cacccttttc 
gatcatttcc 
tgagttcttc 
gagataccca 
tgggggctcc 
ctcccgaagt 
agacacgtcc 
catctctatc 
tgctgaaggt 
cttctatggg 
ggacaaagta 
cagcctcaga 
tgctcagaaa 



cgcctccaca 
atctgtacca 
tttgtggcct 
ctcctgggcc 
gtcctgatga 
ctcgatggct 
atcaaccatt 
ttgtatgaaa 
atctccactt 
cgcaaaaagg 
gctgccttct 
gtgtcagcct 
aacaaggacg 
gtagcaacaa 



cccccatgta 
ctgtcccaaa 
gtggcatcca 
tcatggccta 
accgcaagaa 
ttctgctcac 
ttttctgtga 
ctctgatgta 
cctactccct 
ccttcaccac 
acacatacgt 
tctataccat 
tcataggggc 
gtgatgctta 



ctttctgctc 
actcctggca 
gatcttcctc 
tgactgctac 
gtgtcttttg 
tcccatcacc 
gatcccagca 
catctgctgt 
catcttgtta 
ttgttcctcc 
gctgccccag 
tgtcacgccc 
atttaaaaag 
9 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
951 



<210> 26 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Thr Asn Thr Ser Ser Ser Asp Phe Thr Leu Leu Gly Leu Leu Val 
15 10 15 

Asn Ser Glu Ala Ala Gly He Val Phe Thr Val He Leu Ala Val Phe 
20 25 30 

Leu Gly Ala Val Thr Ala Asn Leu Val Met He Phe Leu He Gin Val 
35 40 45 

Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu Ser 
50 55 60 

He Met Asp Thr Leu Phe He Cys Thr Thr Val Pro Lys Leu Leu Ala 
65 70 75 80 

Asp Met Val Ser Lys Glu Lys He He Ser Phe Val Ala Cys Gly He 
85 90 95 

Gin He Phe Leu Tyr Leu Thr Met He Gly Ser Glu Phe Phe Leu Leu 
100 105 110 

Gly Leu Met Ala Tyr Asp Cys Tyr Val Ala Val Cys Asn Pro Leu Arg 
115 120 125 

Tyr Pro Val Leu Met Asn Arg Lys Lys Cys Leu Leu Leu Ala Ala Gly 
130 135 140 

Ala Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro He Thr 
145 150 155 160 

Met Asn Val Pro Tyr Cys Gly Ser Arg Ser He Asn His Phe Phe Cys 
165 170 175 



Glu He Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ser Leu Tyr 
180 185 190 
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Glu Thr Leu Met Tyr lie Cys Cys Val Leu Met Leu Leu lie Pro lie 
195 200 205 

Ser lie lie Ser Thr Ser Tyr Ser Leu lie Leu Leu Thr lie His Arg 
210 215 220 

Met Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Thr Thr Cys Ser Ser 
225 230 235 240 

His Leu Thr Val Val Ser lie Phe Tyr Gly Ala Ala Phe Tyr Thr Tyr 
245 250 255 

Val Leu Pro Gin Ser Phe His Thr Pro Glu Gin Asp Lys Val Val Ser 
260 265 270 

Ala Phe Tyr Thr lie Val Thr Pro Met Leu Asn Pro Leu lie Tyr Ser 
275 280 285 

Leu Arg Asn Lys Asp Val lie Gly Ala Phe Lys Lys Val Phe Ala Cys 
290 295 300 

Cys Ser Ser Ala Gin Lys Val Ala Thr Ser Asp Ala 
305 310 315 



<210> 27 

<211> 993 

<212> DNA 

<213> Homo sapiens 



<400> 27 

atgacgaaca 

gccgggattg 

gtcatgatat 

agtcagctgt 

gacatggttt 

tacctgacca 

gtggctgtct 

ctggctgctg 

atgaatgtcc 

gttctgaaac 

gtcctcatgt 

accatccacc 

cacttgactg 

tccttccaca 

atgcttaatc 

gtatttgcat 

gcccagagga 



catcatcctc 
tatttacagt 
tcttgattca 
ccatcatgga 
ctaaagagaa 
tgattggttc 
gtaaccctct 
gtgcctggtt 
cttactgtgg 
tggcctgtgc 
tgctcatccc 
gcatgccctc 
tagttagcat 
cccccgagca 
ctctcatcta 
gttgctcatc 
taaggcttcc 



tgacttcacc 
gatccttgct 
ggtggactct 
cacccttttc 
gatcatttcc 
tgagttcttc 
gagataccca 
tgggggctcc 
ctcccgaagt 
agacacgtcc 
catctctatc 
tgctgaaggt 
cttctatggg 
ggacaaagta 
cagcctcaga 
tgctcggaaa 
taaggacttc 



ctcctggggc 
gttttcttgg 
cgcctccaca 
atctgtacca 
tttgtggcct 
ctcctgggcc 
gtcctgatga 
ctcgatggct 
atcaaccatt 
ttgtatgaaa 
atctccactt 
cgcaaaaagg 
gctgccttct 
gtgtcagcct 
aacaaggacg 
gtagcaacaa 
etc 



ttctggtgaa 
gggccgtgac 
cccccatgta 
ctgtcccaaa 
gtggcatcca 
teatggecta 
acegcaagaa 
ttctgctcac 
ttttctgtga 
ctctgatgta 
cctactccct 
ccttcaccac 
acacatacgt 
tctataccat 
tcataggggc 
gtgatgetta 



cagtgaggct 
tgcaaatttg 
ctttctgctc 
actcctggca 
gatcttcctc 
tgaccgctac 
gtgtcttttg 
tcccatcacc 
gatcccagca 
catctgetgt 
catcttgtta 
ttgttcctcc 
gctgccccag 
tgtcacgccc 
atttaaaaag 
gagagtcact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

993 



<210> 28 
<211> 316 
<212> PRT 

<213> Homo sapiens 



<400> 28 



23 



Met Thr Asn Thr Ser Ser Ser Asp Phe Thr Leu Leu Gly Leu Leu Val 
15 10 15 

Asn Ser Glu Ala Ala Gly lie Val Phe Thr Val lie Leu Ala Val Phe 
20 25 30 

Leu Gly Ala Val Thr Ala Asn Leu Val Met He Phe Leu He Gin Val 
35 40 45 

Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu Ser 
50 55 60 

He Met Asp Thr Leu Phe He Cys Thr Thr Val Pro Lys Leu Leu Ala 
65 70 75 80 

Asp Met Val Ser Lys Glu Lys He lie Ser Phe Val Ala Cys Gly He 
85 90 95 

Gin He Phe Leu Tyr Leu Thr Met He Gly Ser Glu Phe Phe Leu Leu 
100 105 110 

Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Arg 
115 120 125 

Tyr Pro Val Leu Met Asn Arg Lys Lys Cys Leu Leu Leu Ala Ala Gly 
130 135 140 

Ala Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro He Thr 
145 150 155 160 

Met Asn Val Pro Tyr Cys Gly Ser Arg Ser He Asn His Phe Phe Cys 
165 170 175 

Glu lie Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ser Leu Tyr 
180 185 190 

Glu Thr Leu Met Tyr He Cys Cys Val Leu Met Leu Leu lie Pro He 
195 200 205 

Ser He lie Ser Thr Ser Tyr Ser Leu He Leu Leu Thr He His Arg 
210 215 220 

Met Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Thr Thr Cys Ser Ser 
225 230 235 240 

His Leu Thr Val Val Ser He Phe Tyr Gly Ala Ala Phe Tyr Thr Tyr 
245 250 255 

Val Leu Pro Gin Ser Phe His Thr Pro Glu Gin Asp Lys Val Val Ser 
260 265 270 

Ala Phe Tyr Thr He Val Thr Pro Met Leu Asn Pro Leu He Tyr Ser 
275 280 285 

Leu Arg Asn Lys Asp Val He Gly Ala Phe Lys Lys Val Phe Ala Cys 
290 295 300 
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Cys Ser Ser Ala Arg Lys Val Ala Thr Ser Asp Ala 
305 310 315 



<210> 29 

<211> 984 

<212> DNA 

<213> Homo sapiens 



<400> 29 

acatcatcct 

gtatttacag 

ttcttgattc 

tccatcatgg 

tctaaagaga 

atgattggtt 

tgtaaccctc 

ggtgcctggt 

ccttactgtg 

ctggcctgtg 

ttgctcatcc 

cgcatgccct 

gtagttagca 

acccccgagc 

cctctcatct 

tgttgctcat 

ataaggcttc 



ctgacttcac 
tgatccttgc 
aggtggactc 
acaccctttt 
agatcatttc 
ctgagttctt 
tgagataccc 
ttgggggctc 
gctcccgaag 
cagacacgtc 
ccatctctat 
ctgctgaagg 
tcttctatgg 
aggacaaagt 
acagcctcag 
ctgctcggaa 
ctaaggactt 



cctcctgggg 
tgttttcttg 
tcgcctccac 
catctgtacc 
ctttgtggcc 
cctcctgggc 
agtcctgatg 
cctcgatggc 
tatcaaccat 
cttgtatgaa 
catctccact 
tcgcaaaaag 
ggctgccttc 
agtgtcagcc 
aaacaaggac 
agtagcaaca 
cctc 



cttctggtga 
ggggccgtga 
acccccatgt 
actgtcccaa 
tgtggcatcc 
ctcatggcct 
aaccgcaaga 
tttctgctca 
tttttctgtg 
actctgatgt 
tcctactccc 
gccttcacca 
tacacatacg 
ttctatacca 
gtcatagggg 
agtgatgctt 



acagtgaggc 
ctgcaaattt 
actttctgct 
aactcctggc 
agatcttcct 
atgaccgcta 
agtgtctttt 
ctcccatcac 
agatcccagc 
acatctgctg 
tcatcttgtt 
cttgttcctc 
tgctgcccca 
ttgtcacgcc 
catttaaaaa 
agagagtcac 



tgccgggatt 
ggtcatgata 
cagtcagctg 
agacatggtt 
ctacctgacc 
cgtggctgtc 
gctggctgct 
catgaatgtc 
agttctgaaa 
tgtcctcatg 
aaccatccac 
ccacttgact 
gtccttccac 
catgcttaat 
ggtatttgca 
tgcccagagg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

984 



<210> 30 
<211> 275 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met lie Phe Leu lie Gin Val Asp Ser Arg Leu His Thr Pro Met Tyr 
15 10 15 

Phe Leu Leu Ser Gin Leu Ser lie Met Asp Thr Leu Phe lie Cys Thr 
20 25 30 

Thr Val Pro Lys Leu Leu Ala Asp Met Val Ser Lys Glu Lys lie lie 
35 40 45 

Ser Phe Val Ala Cys Gly lie Gin lie Phe Leu Tyr Leu Thr Met He 
50 55 60 

Gly Ser Glu Phe Phe Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val 
65 70 75 80 

Ala Val Cys Asn Pro Leu Arg Tyr Pro Val Leu Met Asn Arg Lys Lys 
85 90 95 



Cys Leu Leu Leu Ala Ala Gly Ala Trp Phe Gly Gly Ser Leu Asp Gly 
100 105 110 



Phe Leu Leu Thr Pro He Thr Met Asn Val Pro Tyr Cys Gly Ser Arg 

25 



115 



120 



125 



Ser lie Asn His Phe Phe Cys Glu He Pro Ala Val Leu Lys Leu Ala 
130 135 140 

Cys Ala Asp Thr Ser Leu Tyr Glu Thr Leu Met Tyr He Cys Cys Val 
145 150 155 160 

Leu Met Leu Leu He Pro He Ser He He Ser Thr Ser Tyr Ser Leu 
165 170 175 

lie Leu Leu Thr He His Arg Met Pro Ser Ala Glu Gly Arg Lys Lys 
180 185 190 

Ala Phe Thr Thr Cys Ser Ser His Leu Thr Val Val Ser He Phe Tyr 
195 200 205 

Gly Ala Ala Phe Tyr Thr Tyr Val Leu Pro Gin Ser Phe His Thr Pro 
210 215 220 

Glu Gin Asp Lys Val Val Ser Ala Phe Tyr Thr He Val Thr Pro Met 
225 230 235 240 

Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val He Gly Ala 
245 250 255 

Phe Lys Lys Val Phe Ala Cys Cys Ser Ser Ala Arg Lys Val Ala Thr 
260 265 270 



Ser Asp Ala 
275 



<210> 31 
<211> 958 
<212> DNA 

<213> Homo sapiens 
<400> 31 

ctatggagca gagcaattat tccgtgtatg ccgactttat ccttctgggt ttgttcagca 60 
acgcccgttt cccctggctt ctctttgccc tcattctcct ggtctttgtg acctccatag 120 
ccagcaacgt ggtcatgatc attctcatcc acatagactc ccgcctccac acccccatgt 180 
acttcctgct cagccagctc tccctcaggg acatcttgta tatttccacc attgtgccca 240 
aaatgctggt cgaccaggtg atgagccaga gagccatttc ctttgctgga tgcactgccc 300 
aacacttcct ctacttgacc ttagcagggg ctgagttctt cctcctagga ctcatgtcct 360 
gtgatcgcta cgtagccatc tgcaaccctc tgcactatcc tgacctcatg agccgcaaga 420 
tctgctggtt gattgtggcg gcagcctggc tgggagggtc tatcgatggt ttcttgctca 480 
cccccgtcac catgcagttc cccttctgtg cctctcggga gatcaaccac ttcttctgcg 540 
aggtgcctgc ccttctgaag ctctcctgca cggacacatc agcctacgag acagccatgt 600 
atgtctgctg tattatgatg ctcctcatcc ctttctctgt gatctcgggc tcttacacaa 660 
gaattctcat tactgtttat aggatgagcg aggcagaggg gaggcgaaag gctgtggcca 720 
cctgctcctc acacatggtg gttgtcagcc tcttctatgg ggctgccatg tacacatacg 780 
tgctgcctca ttcttaccac acccctgagc aggacaaagc tgtatctgcc ttctacacca 840 
tcctcactcc catgctcaat ccactcattt acagccttag gaacaaggat gtcacggggg 900 
ccctacagaa ggttgttggg aggtgtgtgt cctcaggaaa ggtaaccact ttctaaac 958 
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<210> 32 

<211> 317 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Glu Gin Ser Asn Tyr Ser Val Tyr Ala Asp Phe lie Leu Leu Gly 
15 10 15 

Leu Phe Ser Asn Ala Arg Phe Pro Trp Leu Leu Phe Ala Leu lie Leu 
20 25 30 

Leu Val Phe Val Thr Ser He Ala Ser Asn Val Val Met He He Leu 
35 40 45 

He His He Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Arg Asp He Leu Tyr He Ser Thr He Val Pro Lys 
65 70 75 80 

Met Leu Val Asp Gin Val Met Ser Gin Arg Ala He Ser Phe Ala Gly 
85 90 95 

Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Ala Gly Ala Glu Phe 
100 105 110 

Phe Leu Leu Gly Leu Met Ser Cys Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu His Tyr Pro Asp Leu Met Ser Arg Lys He Cys Trp Leu He 
130 135 140 

Val Ala Ala Ala Trp Leu Gly Gly Ser He Asp Gly Phe Leu Leu Thr 
145 150 155 160 

Pro Val Thr Met Gin Phe Pro Phe Cys Ala Ser Arg Glu He Asn His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Thr Asp Thr 
180 185 190 

Ser Ala Tyr Glu Thr Ala Met Tyr Val Cys Cys He Met Met Leu Leu 
195 200 205 

He Pro Phe Ser Val He Ser Gly Ser Tyr Thr Arg He Leu He Thr 
210 215 220 

Val Tyr Arg Met Ser Glu Ala Glu Gly Arg Arg Lys Ala Val Ala Thr 
225 230 235 240 

Cys Ser Ser His Met Val Val Val Ser Leu Phe Tyr Gly Ala Ala Met 
245 250 255 

Tyr Thr Tyr Val Leu Pro His Ser Tyr His Thr Pro Glu Gin Asp Lys 
260 265 270 
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Ala Val Ser Ala Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Gin Lys Val 
290 295 300 

Val Gly Arg Cys Val Ser Ser Gly Lys Val Thr Thr Phe 
305 310 315 



<210> 33 

<211> 958 

<212> DNA 

<213> Homo sapiens 



<400> 33 

ctatggagca 

acgcccgttt 

ccagcaacgt 

acttcctgct 

aaatgctggt 

aacacttcct 

gtgatcgcta 

tctgctggtt 

cccccgtcac 

aggtgcctgc 

atgtctgctg 

gaattctcat 

cctgctcctc 

tgctgcctca 

tcctcactcc 

ccctacagaa 



gagcaattat 
cccctggctt 
ggtcatgatc 
cagccagctc 
cgaccaggtg 
ctacttgacc 
cgtagccatc 
gattgtggcg 
catgcagttc 
ccttctgaag 
tattatgatg 
tactgtttat 
acacatggtg 
ttcttaccac 
catgctcaat 
ggttgttggg 



tccgtgtatg 
ctctttgccc 
attctcatcc 
tccctcaggg 
atgagccaga 
ttagcagggg 
tgcaaccctc 
gcagcctggc 
cccttctgtg 
ctctcctgca 
ctcctcatcc 
aggatgagcg 
gttgtcagcc 
acccctgagc 
ccactcattt 
aggtgtgtgt 



ccgactttat 
tcattctcct 
acatagactc 
acatcttgta 
gagccatttc 
ctgagttctt 
tgcactatcc 
tgggagggtc 
cctctcggga 
cggacacatc 
ctttctctgt 
aggcagaggg 
tcttctatgg 
aggacaaagc 
acagccttag 
cctcaggaaa 



ccttctgggt 
ggtctttgtg 
ccgcctccac 
tatttccacc 
ctttgctgga 
cctcctagga 
tgacctcatg 
tatcgatggt 
gatcaaccac 
agcctacgag 
gatctcgggc 
gaggcgaaag 
ggctgccatg 
tgtatctgcc 
gaacaaggat 
ggtaaccact 



ttgttcagca 
acctccatag 
acccccatgt 
attgtgccca 
tgcactgccc 
ctcatgtcct 
agccgcaaga 
ttcttgctca 
ttcttctgcg 
acagccatgt 
tcttacacaa 
gctgtggcca 
tacacatacg 
ttctacacca 
gtcacggggg 
ttctaaac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

958 



<210> 34 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Met Glu Gin Ser Asn Tyr Ser Val Tyr Ala Asp Phe lie Leu Leu Gly 
15 10 15 

Leu Phe Ser Asn Ala Arg Phe Pro Trp Leu Leu Phe Ala Leu lie Leu 
20 25 30 

Leu Val Phe Val Thr Ser He Ala Ser Asn Val Val Met He He Leu 
35 40 45 

He His He Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Arg Asp He Leu Tyr lie Ser Thr He Val Pro Lys 
65 70 75 80 



Met Leu Val Asp Gin Val Met Ser Gin Arg Ala He Ser Phe Ala Gly 
85 90 95 
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Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Ala Gly Ala Glu Phe 
100 105 110 

Phe Leu Leu Gly Leu Met Ser Cys Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

Pro Leu His Tyr Pro Asp Leu Met Ser Arg Lys lie Cys Trp Leu lie 
130 135 140 

Val Ala Ala Ala Trp Leu Gly Gly Ser lie Asp Gly Phe Leu Leu Thr 
145 150 155 160 

Pro Val Thr Met Gin Phe Pro Phe Cys Ala Ser Arg Glu lie Asn His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Thr Asp Thr 
180 185 190 

Ser Ala Tyr Glu Thr Ala Met Tyr Val Cys Cys lie Met Met Leu Leu 
195 200 205 

He Pro Phe Ser Val He Ser Gly Ser Tyr Thr Arg He Leu He Thr 
210 215 220 

Val Tyr Arg Met Ser Glu Ala Glu Gly Arg Arg Lys Ala Val Ala Thr 
225 230 235 240 

Cys Ser Ser His Met Val Val Val Ser Leu Phe Tyr Gly Ala Ala Met 
245 250 255 

Tyr Thr Tyr Val Leu Pro His Ser Tyr His Thr Pro Glu Gin Asp Lys 
260 265 270 

Ala Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Gin Lys Val 
290 295 300 

Val Gly Arg Cys Val Ser Ser Gly Lys Val Thr Thr Phe 
305 310 315 



<210> 35 
<211> 938 
<212> DNA 

<213> Homo sapiens 
<400> 35 

aacatggaaa gcaatcagac ctggatcaca gaagtcatcc tgttgggatt ccaggtggac 60 
ccagctctgg agttgttcct ctttgggttt ttcttgctat tctacagctt aaccctgatg 120 
ggaaatggga ttatcctggg gctcatctac ttggactcta gactgcacac acccatgtat 180 
gtcttcctgt cacacctggc cattgtggac atgtcctatg cctcgagtac tgtccctaag 240 
atgctagcaa atcttgtgat gcacaaaaaa gtcatctcct ttgctccttg catacttcag 300 
acttttttgt atttggcgtt tgctattaca gagtgtctga ttttggtgat gatgtgctat 360 
gatcggtatg tggcaatctg tcaccccttg caatacaccc tcattatgaa ctggagagtg 420 
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tgcactgtcc 
actcttattc 
atcatgtccg 
gcgggttctg 
atcctggtgg 
tgctcctccc 
gcccccaagt 
ttcaacccga 
ctaaagagag 



tggcctcaac 
tgaggctgcc 
tattcaaatt 
cgttcatctt 
ccatcttgag 
acctctgcgt 
caaaccattc 
tcctgaaccc 
tcctttggaa 



ttgctggata 
tttttgtggc 
ggcctgtgct 
agtggggccg 
gatccagtct 
ggtggggctt 
tcaagaacgg 
cctcatctac 
acagagatca 



tttagctttc 
ccacaaaaga 
gacactaggc 
ctctgcctgg 
ggggagggcc 
ttctttggca 
aggaagatcc 
agccttagga 
atgtgaag 



tcttggctct 
tcaaccactt 
tcaaccaggt 
tgctggtctc 
gcagaaaggc 
gcgccattgt 
tttccctgtt 
atgcagaggt 



ggtccatatt 
tttctgtcaa 
ggtcctattt 
ctacttgcac 
cttctctacc 
catgtacatg 
ttacagcctt 
gaaaggggct 



480 
540 
600 
660 
720 
780 
840 
900 
938 



<210> 36 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Glu Ser Asn Gin Thr Trp lie Thr Glu Val lie Leu Leu Gly Phe 
15 10 15 

Gin Val Asp Pro Ala Leu Glu Leu Phe Leu Phe Gly Phe Phe Leu Leu 
20 25 30 

Phe Tyr Ser Leu Thr Leu Met Gly Asn Gly lie lie Leu Gly Leu lie 
35 40 45 

Tyr Leu Asp Ser Arg Leu His Thr Pro Met Tyr Val Phe Leu Ser His 
50 55 60 

Leu Ala lie Val Asp Met Ser Tyr Ala Ser Ser Thr Val Pro Lys Met 
65 70 75 80 

Leu Ala Asn Leu Val Met His Lys Lys Val lie Ser Phe Ala Pro Cys 
85 90 95 

lie Leu Gin Thr Phe Leu Tyr Leu Ala Phe Ala lie Thr Glu Cys Leu 
100 105 110 

lie Leu Val Met Met Cys Tyr Asp Arg Tyr Val Ala lie Cys His Pro 
115 120 125 

Leu Gin Tyr Thr Leu lie Met Asn Trp Arg Val Cys Thr Val Leu Ala 
130 135 140 

Ser Thr Cys Trp lie Phe Ser Phe Leu Leu Ala Leu Val His lie Thr 
145 150 155 160 

Leu lie Leu Arg Leu Pro Phe Cys Gly Pro Gin Lys lie Asn His Phe 
165 170 175 

Phe Cys Gin lie Met Ser Val Phe Lys Leu Ala Cys Ala Asp Thr Arg 
180 185 190 



Leu Asn Gin Val Val Leu Phe Ala Gly Ser Ala Phe lie Leu Val Gly 
195 200 205 



Pro Leu Cys Leu Val Leu Val Ser Tyr Leu His lie Leu Val Ala lie 
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210 



215 



220 



Leu Arg lie Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala He Val 
245 250 255 

Met Tyr Met Ala Pro Lys Ser Asn His Ser Gin Glu Arg Arg Lys He 
260 265 270 

Leu Ser Leu Phe Tyr Ser Leu Phe Asn Pro He Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Ala Glu Val Lys Gly Ala Leu Lys Arg Val Leu 
290 295 300 

Trp Lys Gin Arg Ser Met 
305 310 



<210> 37 

<211> 940 

<212> DNA 

<213> Homo sapiens 



<400> 37 

ggaaatgggg 

cccaaggatt 

ggggaatggg 

cttcttcctc 

gatgctggcg 

gacctttctc 

cgatcggtac 

ctgcatcact 

ggttctcatc 

aatcctgtct 

tgcagcctgc 

catcctggcg 

ctgctcctcc 

ggcccctaag 

tttcaaccca 

cctgaggaga 



gaaaatcaga 
cagatgctcc 
accatcctgg 
tcacacctgg 
aacctcctgc 
tttttgagtt 
gtggccatct 
ctggccatca 
ctaagactgc 
gtcctcaggc 
atgttcttcc 
gccatcctga 
cacctctgcg 
tcccgccatc 
acacttaacc 
gcactgtgca 



caatggtcac 
tctttgggct 
ggctcatctc 
ctgtcgtcaa 
atccagccaa 
ttggacacag 
gccaccctct 
cttcctggac 
ccttctgtgg 
tggcctgtgc 
tggtgggacc 
ggatccagtc 
tagtgggact 
ctgaggagca 
ccctgattta 
aggaaagtca 



agagttcctc 
cttctccctg 
actggactcc 
catcgcctat 
gcccatctcc 
cgaatgtctc 
ccgatatttc 
gtgtggctcc 
gcctcatgaa 
tgatacctgg 
acccagcctg 
tggggagggc 
cttctttggc 
gcagaaggtc 
caacctgagg 
ttcctaagag 



ctactgggat 
ttctatatct 
agactccaca 
gcctgcaaca 
tttgctggct 
ctgctggtgc 
atcatcatga 
ctcctggctc 
atcaaccact 
ctcaaccagg 
gtgcttgtct 
cgcagaaagg 
agcgccatcg 
ctttttctat 
aatgtagagg 



ttctcctggg 
tcaccctgct 
cccccatgta 
cagtgcccca 
gcatgacgca 
tgatgtccta 
cctggaaagt 
tggtccatgt 
tcttctgtga 
tggtcatctt 
cctactcgca 
ccttctccac 
tcatgtacat 
tttacagttc 
tcaagggtgc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

940 



<210> 38 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Gly Glu Asn Gin Thr Met Val Thr Glu Phe Leu Leu Leu Gly Phe 
15 10 15 



Leu Leu Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 
20 25 30 
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Phe Tyr lie Phe Thr Leu Leu Gly Asn Gly Thr lie Leu Gly Leu lie 
35 40 45 

Ser Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

Leu Ala Val Val Asn lie Ala Tyr Ala Cys Asn Thr Val Pro Gin Met 
65 70 75 80 

Leu Ala Asn Leu Leu His Pro Ala Lys Pro lie Ser Phe Ala Gly Cys 
85 90 95 

Met Thr Gin Thr Phe Leu Phe Leu Ser Phe Gly His Ser Glu Cys Leu 
100 105 110 

Leu Leu Val Leu Met Ser Tyr Asp Arg Tyr Val Ala lie Cys His Pro 
115 120 125 

Leu Arg Tyr Phe lie lie Met Thr Trp Lys Val Cys lie Thr Leu Ala 
130 135 140 

lie Thr Ser Trp Thr Cys Gly Ser Leu Leu Ala Leu Val His Val Val 
145 150 155 160 

Leu lie Leu Arg Leu Pro Phe Cys Gly Pro His Glu lie Asn His Phe 
165 170 175 

Phe Cys Glu lie Leu Ser Val Leu Arg Leu Ala Cys Ala Asp Thr Trp 
180 185 190 

Leu Asn Gin Val Val lie Phe Ala Ala Cys Met Phe Phe Leu Val Gly 
195 200 205 

Pro Pro Ser Leu Val Leu Val Ser Tyr Ser His lie Leu Ala Ala lie 
210 215 220 

Leu Arg lie Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala lie Val 
245 250 255 

Met Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val 
260 265 270 

Leu Phe Leu Phe Tyr Ser Ser Phe Asn Pro Thr Leu Asn Pro Leu lie 
275 280 285 

Tyr Asn Leu Arg Asn Val Glu Val Lys Gly Ala Leu Arg Arg Ala Leu 
290 295 300 

Cys Lys Glu Ser His Ser 
305 310 



<210> 39 
<211> 312 
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<212> PRT 

<213> Mus musculus 

<400> 39 

Met Glu Pro Ser Asn Arg Thr Ala Val Ser Glu Phe Val Leu Lys Gly 
15 10 15 

Phe Ser Gly Tyr Pro Ala Leu Glu Arg Leu Leu Phe Pro Leu Cys Ser 
20 25 30 

Val Met Tyr Leu Val Thr Leu Leu Gly Asn Thr Ala lie Val Ala Val 
35 40 45 

Ser Met Leu Asp Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser lie Leu Asp lie Cys Tyr Thr Ser Thr Phe Val Pro Leu 
65 70 75 80 

Met Leu Val His Leu Leu Ser Ser Arg Lys Thr lie Ser Phe Thr Gly 
85 90 95 

Cys Ala Val Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys 
100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala lie Cys Gin 
115 120 125 

Pro Leu Arg Tyr Pro Val Leu Met Ser His Arg Leu Cys Leu Met Leu 
130 135 140 

Ala Gly Ala Ser Trp Val Leu Cys Leu Phe Lys Ser Val Ala Glu Thr 
145 150 155 160 

Val lie Ala Met Arg Leu Pro Phe Cys Gly His His Val lie Arg His 
165 170 175 

Phe Thr Cys Glu lie Leu Ala Val Leu Lys Leu Thr Cys Gly Asp Thr 
180 185 190 

Ser Val Ser Asp Ala Phe Leu Leu Val Gly Ala lie Leu Leu Leu Pro 
195 200 205 

lie Pro Leu Thr Leu lie Cys Leu Ser Tyr Met Leu lie Leu Ala Thr 
210 215 220 

lie Leu Arg Val Pro Ser Ala Thr Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr lie lie 
245 250 255 

Phe Met Tyr Met Lys Pro Lys Ser Lys Glu Ala Arg lie Ser Asp Gin 
260 265 270 

Val Phe Thr Val Leu Tyr Ala Val Val Thr Pro Met Leu Asn Pro lie 
275 280 285 
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lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Ala Arg Lys Ala 
290 295 300 

Trp Gly Ser Arg Trp Ala Cys Arg 
305 310 



<210> 40 

<211> 315 

<212> PRT 

<213> Mus musculus 

<400> 40 

Met Ala Gly Thr Asn His Thr Glu Val He Glu Tyr Val Leu Leu Gly 
15 10 15 

Leu Gin Asp His His Gly Leu Glu He Ala Leu Phe Val Leu Cys Leu 
20 25 30 

Gly He Tyr Cys Met Thr Leu Leu Gly Asn Ser Phe Leu Val Gly Leu 
35 40 45 

He Val Leu Asp Thr His Leu His Ser Pro Met Tyr Phe Phe He Ser 
50 55 60 

Asn Leu Ser Leu lie Asp He Cys Gly Thr Ser Ser Phe Thr Pro Met 
65 70 75 80 

Met Leu Leu Asn Phe Leu Asp Val Gin Arg Thr He Ser Phe Pro Ser 
85 90 95 

Cys Ala Leu Gin Met Tyr Leu Thr Leu Ala Leu Gly Thr Thr Glu Cys 
100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Gin 
115 120 125 

Pro Leu Arg Tyr Pro Glu Leu Val Asn Gly Arg Tyr Ala Ser Arg Trp 
130 135 140 

Gin Asp Lys Leu Gly Thr Gly Phe Ala Asn Ser Leu Leu His Ser He 
145 150 155 160 

Leu Val Trp His Leu Pro Phe Cys Gly His Tyr lie lie Asn His Phe 
165 170 175 

Phe Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Gly Asp He Ser 
180 185 190 

Leu Asn Ala Leu He Leu Thr Val Ala Thr Ala Val Leu Thr Met Thr 
195 200 205 

Pro Leu Leu Leu lie Cys Leu Ser Tyr lie Phe lie Leu Ala Ala lie 
210 215 220 



Leu Arg Val Pro Ser Ala Ala Gly Arg Ser Lys Ala Phe Ser Thr Cys 
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225 

Ser Ala His Leu 



Met Tyr Leu Lys 
260 

Thr Leu Leu Tyr 
275 

Ser Leu Arg Asn 
290 

Gly Gly Leu Leu 
305 




230 

Thr Val Val Val 
245 

Pro Lys Asp Gin 



Ala He Val Ala 
280 

Ser Glu Val Lys 
295 

Thr Arg Lys Met 
310 



235 

He Phe Tyr Gly 
250 

Asp Pro Ser Val 
265 

Pro Ser Leu Asn 



Ala Ala Val Thr 
300 

Ser His Phe 
315 




240 

Thr He Thr Phe 
255 

Gly Lys He He 
270 

Ala Phe He Tyr 
285 

Ala Leu Leu Trp 



<210> 41 
<211> 318 
<212> PRT 

<213> Mus musculus 
<400> 41 

Met Glu Gly Ala Asn Gin Ser Thr Val Ala Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Ser Asp His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He Leu 
20 25 30 

Leu Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu Val 
35 40 45 

Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asp Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser He Pro Leu 
65 70 75 80 

Val Leu Asp Gly Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser Gly 
85 90 95 

Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 110 

Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ser Ala Tyr Val Pro Met 
130 135 140 

Ala Val Ser Ser Trp Val Ala Gly Gly Ala Asn Ser Leu Val Gin He 
145 150 155 160 

Ser Leu Ala Val Gin Leu Pro Phe Cys Gly Asp Asn Val He Asn His 
165 170 175 
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Phe Thr Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp lie 
180 185 190 

Ser He Asn Val He Ser Met Gly Val Ala Asn Val He Phe Leu Gly 
195 200 205 

Val Pro Val Leu Phe He Phe Val Ser Tyr lie Phe He Leu Ser Thr 
210 215 220 

He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He Leu 
245 250 255 

Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp Lys 
260 265 270 

Gin Asp Val Ser Asp Lys Leu He Ser Leu Phe Tyr Gly Val Leu Thr 
275 280 285 

Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 



Ala Ala Val Arg Asn Leu Val Gly Gin Lys Cys Leu He Gin 
305 310 315 



<210> 42 
<211> 318 
<212> PRT 

<213> Mus musculus 
<400> 42 

Met Asp Val Ser Asn Gin Thr Thr Val Thr Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He Leu 
20 25 30 

Ser Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu Val 
35 40 45 

Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro Leu 
65 70 75 80 

Val Leu Asp Gly Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser Gly 
85 90 95 

Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 110 



Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 
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Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro Met 
130 135 140 

Ala Val Ser Ser Trp Val Ala Gly Gly Ala Asn Ser Leu Val Gin lie 
145 150 155 160 

Ser Leu Ala Val Gin Leu Pro Phe Cys Gly Asp Asn Val lie Asn His 
165 170 175 

Phe lie Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp lie 
180 185 190 

Ser lie Asn Val lie Ser Met Gly Val Ala Asn Val lie Phe Leu Gly 
195 200 205 

Val Pro Val Leu Phe lie Phe Val Ser Tyr He Phe He Leu Ser Thr 
210 215 220 

He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Leu 
245 250 255 

Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp Lys 
260 265 270 

Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Leu Leu Thr 
275 280 285 

Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

Ala Ala Val Arg Asn Leu Ala Ser His Arg Cys Leu Thr Phe 
305 310 315 



<210> 43 
<211> 319 
<212> PRT 

<213> Mus musculus 
<400> 43 

Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe He Leu Leu 
15 10 15 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 
20 25 30 

Leu Met Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu lie Leu 
35 40 45 

Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
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65 70 75 80 

Leu lie Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr lie Ser Phe Ser 
85 90 95 

Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 110 

Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala lie Cys 
115 120 125 

Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 

Met Ala Ala Ser Ser Trp Ala Gly Gly He Thr Asn Ser Val Val Gin 
145 150 155 160 

Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val He Asn 
165 170 175 

His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

He Ser He Asn Val He Ser Met Val Val Ala Asn Met He Phe Leu 
195 200 205 

Ala Val Pro Val Leu Phe He Phe Val Ser Tyr Val Phe He Leu Val 
210 215 220 

Thr He Leu Arg lie Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 

Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 

Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 

Thr Pro Met Leu Asn Pro lie lie Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 

Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 



<210> 44 
<211> 313 
<212> PRT 

<213> Rattus norvegicus 
<400> 44 

Met Ser Val Ala Asn Glu Ser lie Ser Arg Glu Phe He Leu Leu Gly 
15 10 15 
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Phe Ser Asp Arg Pro Trp Leu Glu Leu Pro Leu Phe Val Val Phe Leu 
20 25 30 

Val Ser Tyr lie Leu Thr lie Phe Gly Asn Met Met lie lie Leu Val 
35 40 45 

Ser Arg Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 

Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin 
65 70 75 80 

Met Leu lie Asn lie Cys Ser Thr Arg Lys Val lie Ser Tyr Gly Gly 
85 90 95 

Cys Val Val Gin Leu Phe lie Phe Leu Ser Leu Gly Ser Thr Glu Cys 
100 105 110 

Phe Leu Leu Gly Val Met Ser Leu Asp Arg Phe Leu Ala lie Cys Arg 
115 120 125 

Pro Leu His Tyr Ser Val lie Met His Gin Arg Arg Cys Leu His Leu 
130 135 140 

Ala Ala Ala Cys Trp lie Ser Gly Phe Ser Asn Ser Val Leu Gin Ser 
145 150 155 160 

Thr Trp Thr Leu Gin Met Pro Leu Cys Gly His Lys Glu Val Asp His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp Thr 
180 185 190 

Thr Ala Asn Glu Ala Glu Leu Phe Phe lie Ser Val Leu Phe Leu Leu 
195 200 205 

lie Pro Val Thr Leu lie Leu lie Ser Tyr Ala Phe lie Val Gin Ala 
210 215 220 

Val Leu Lys lie Arg Ser Ala Glu Cys Arg Arg Lys Ala Phe Gly Thr 
225 230 235 240 

Cys Gly Ser His Leu He Val Val Val Leu Phe Tyr Gly Thr Ala He 
245 250 255 

Tyr Met Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Arg Gly Lys 
260 265 270 

Met Val Ser Leu Phe Tyr Gly He He Thr Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Thr Leu Arg Asn Glu Glu Val Lys Gly Ala Phe Lys Arg Leu 
290 295 300 

Met Lys Arg He He Leu He Gly Lys 
305 310 
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<210> 45 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 45 

Met Asp Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu Leu Gly Phe Ser 
15 10 15 

Glu His Pro Gly Leu Glu Arg Thr Leu Phe Val Val Val Phe Thr Ser 
20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu lie lie Leu Leu Ser Ala 
35 40 45 

Leu Asp Pro Lys Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val Pro Gin Met Leu 
65 70 75 80 

Val Asn Leu Trp Gly Pro Lys Lys Thr lie Ser Phe Leu Asp Cys Ser 
85 90 95 

Val Gin lie Phe lie Phe Leu Ser Leu Gly Thr Thr Glu Cys lie Leu 
100 105 110 

Leu Thr Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115 120 125 

His Tyr Ala Thr lie lie His Pro Arg Leu Cys Trp Gin Leu Ala Ser 
130 135 140 

Val Ala Trp Val He Gly Leu Val Glu Ser Val Val Gin Thr Pro Ser 
145 150 155 160 

Thr Leu His Leu Pro Phe Cys Pro Asp Arg Gin Val Asp Asp Phe Val 
165 170 175 

Cys Glu Val Pro Ala Leu He Arg Leu Ser Cys Glu Asp Thr Ser Tyr 
180 185 190 

Asn Glu He Gin Val Ala Val Ala Ser Val Phe He Leu Val Val Pro 
195 200 205 

Leu Ser Leu He Leu Val Ser Tyr Gly Ala lie Thr Trp Ala Val Leu 
210 215 220 

Arg He Asn Ser Ala Lys Gly Arg Arg Lys Ala Phe Gly Thr Cys Ser 
225 230 235 240 

Ser His Leu Thr Val Val Thr Leu Phe Tyr Ser Ser Val He Ala Val 
245 250 255 

Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Glu Arg Gly Lys Phe Phe 
260 265 270 
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Gly Leu Phe Tyr Ala Val Gly Thr Pro Ser Leu Asn Pro Leu lie Tyr 
275 280 285 

Thr Leu Arg Asn Lys Glu Val Thr Arg Ala Phe Arg Arg Leu Leu Gly 
290 295 300 

Lys Glu Arg Asp Ser Arg Glu Ser Trp Arg Ala Ala 
305 310 315 



<210> 46 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Val Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu Leu Gly Phe Ser 
15 10 15 

Glu His Pro Gly Leu Glu Arg Thr Leu Phe Val Val Val Phe Thr Ser 
20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu lie lie Leu Leu Ser Ala 
35 40 45 

Leu Asp Pro Lys Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val Pro Gin Met Leu 
65 70 75 80 

Val Asn Leu Trp Gly Pro Lys Lys Thr lie Ser Phe Leu Asp Cys Ser 
85 90 95 

Val Gin lie Phe lie Phe Leu Ser Leu Gly Thr Thr Glu Cys lie Leu 
100 105 110 

Leu Thr Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115 120 125 

His Tyr Ala Thr lie lie His Pro Arg Leu Cys Trp Gin Leu Ala Ser 
130 135 140 

Val Ala Trp Val He Gly Leu Val Glu Ser Val Val Gin Thr Pro Ser 
145 150 155 160 

Thr Leu His Leu Pro Phe Cys Pro Asp Arg Gin Val Asp Asp Phe Val 
165 170 175 

Cys Glu Val Pro Ala Leu He Arg Leu Ser Cys Glu Asp Thr Ser Tyr 
180 185 190 

Asn Glu He Gin Val Ala Val Ala Ser Val Phe He Leu Val Val Pro 
195 200 205 



Leu Ser Leu He Leu Val Ser Tyr Gly Ala lie Thr Trp Ala Val Leu 
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210 215 220 

Arg lie Asn Ser Ala Lys Gly Arg Arg Lys Ala Phe Gly Thr Cys Ser 
225 230 235 240 

Ser His Leu Thr Val Val Thr Leu Phe Tyr Ser Ser Val He Ala Val 
245 250 255 

Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Glu Arg Gly Lys Phe Phe 
260 265 270 

Gly Leu Phe Tyr Ala Val Gly Thr Pro Ser Leu Asn Pro Leu He Tyr 
275 280 285 

Thr Leu Arg Asn Lys Glu Val Thr Arg Ala Phe Arg Arg Leu Leu Gly 
290 295 300 

Lys Glu Met Gly Leu Thr Gin Ser 
305 310 



<210> 47 
<211> 310 
<212> PRT 

<213> Mus musculus 
<400> 47 

Met Val Asn Gin Ser Ser Pro Val Gly Phe Leu Leu Leu Gly Phe Ser 
15 10 15 

Glu His Pro Gin Leu Glu Lys Val Leu He Val Val Val Leu Cys Ser 
20 25 30 

Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu He Leu Leu Leu Ser Thr 
35 40 45 

Leu Asp Pro Arg Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr Cys Val Pro Gin Met Leu 
65 70 75 80 

Phe Asn Leu Trp Gly Pro Ala Lys Thr He Ser Phe Leu Gly Cys Phe 
85 90 95 

Val Gin Leu Phe He Phe Leu Ser Leu Gly Thr Thr Glu Cys He Leu 
100 105 110 

Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115 120 125 

His Tyr Ala Thr Val He His Pro Arg Leu Cys Cys Gin Leu Ala Ala 
130 135 140 

Val Ala Cys Thr He Gly Leu Val Glu Ser Val Val Gin Thr Pro Ser 
145 150 155 160 



42 



Thr Leu Arg Leu 



Cys Glu Val Pro 
180 

Asn Glu lie Gin 
195 

Leu Ser Leu lie 
210 

Arg lie Ser Ser 
225 

Ser His Leu lie 



Tyr Leu Gin Pro 
260 

Gly Leu Phe Tyr 
275 

Thr Leu Arg Asn 
290 

Lys Glu Val Lys 
305 




Pro Phe Cys Pro 
165 

Ala Leu lie Arg 



Met Ala Val Ala 
200 

Leu Val Ser Tyr 
215 

Ala Lys Gly Arg 
230 

Val Val Thr Leu 
245 

Lys Asn Pro Tyr 



Ala Val Gly Thr 
280 

Lys Glu Val Lys 
295 

Pro Ser 
310 



His His Gin Val 
170 

Leu Ser Cys Gly 
185 

Ser Val Phe He 



Gly Ala He Ala 
220 

Arg Lys Ala Phe 
235 

Phe Tyr Ser Ser 
250 

Ala Arg Glu Arg 
265 

Pro Ser Leu Asn 



Arg Ala Phe Arg 
300 




Asp Asp Phe Val 
175 

Asp Thr Thr Tyr 
190 

Leu Val Val Pro 
205 

Arg Ala Val Leu 



Gly Thr Cys Ser 
240 

Val He Ala Val 
255 

Gly Lys Phe Phe 
270 

Pro Leu He Tyr 
285 

Arg Leu Leu Trp 



<210> 48 
<211> 312 
<212> PRT 
<213> Mus muscu 

<400> 48 
Met Val Asn Gin 
1 

Glu His Pro Gin 
20 

Tyr Leu Leu Thr 
35 

Leu Asp Pro Arg 
50 

Ser Phe Leu Asp 
65 

Phe Asn Leu Trp 



Val Gin Leu Phe 
100 



us 



Ser Ser Pro Val 
5 

Leu Lys Lys Val 



Leu Leu Gly Asn 
40 

Leu His Ser Pro 
55 

Leu Cys Phe Thr 
70 

Gly Pro Ala Lys 
85 

He Phe Met Ser 



Val Phe Phe Leu 
10 

Leu Phe Val Val 
25 

Thr Leu He Leu 



Met Tyr Phe Phe 
60 

Thr Thr Cys Val 
75 

Thr He Ser Phe 
90 

Leu Gly Thr Thr 
105 



Leu Gly Phe Ser 
15 

Val Leu Cys Ser 
30 

Leu Leu Ser Thr 
45 

Leu Ser Asn Leu 



Pro Gin Met Leu 
80 

Leu Gly Cys Phe 
95 

Glu Cys He Leu 
110 
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Leu Thr Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115 120 125 

His Tyr Ala Thr Lys lie Asn Pro His Leu Cys Arg Gin Leu Ala Gly 
130 135 140 

lie Ala Trp Ala lie Gly Leu Val Gin Ser lie Val Gin Thr Pro Pro 
145 150 155 160 

Thr Leu Lys Leu Pro Phe Cys Ser His Arg Gin lie Asp Asn Phe Leu 
165 170 175 

Cys Glu Val Pro Ser Leu lie Gin Leu Ser Cys Gly Asp Thr Thr Tyr 
180 185 190 

Asn Glu lie Gin Met Ala Val Ala Ser lie Phe lie Val Val Val Pro 
195 200 205 

Leu Ser Leu lie Leu Val Ser Tyr Gly Ala lie Ala Arg Ala Val Leu 
210 215 220 

Lys He Ser Ser Ala Lys Gly Arg Arg Lys Ala Phe Gly Thr Cys Ser 
225 230 235 240 

Ser His Leu lie Val Val Thr Leu Phe Tyr Ser Ser Val He Ala Val 
245 250 255 

Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Arg Glu Arg Gly Lys Phe Phe 
260 265 270 

Gly Leu Phe Tyr Ala Val Gly Thr Pro Thr Leu Asn Pro Leu Val Tyr 
275 280 285 

Thr Leu Arg Asn Lys Glu Val Lys Arg Ala Phe Trp Lys Leu Leu Arg 
290 295 300 

Lys Asp Glu Asp Ser Glu Glu Ser 
305 310 



<210> 49 
<211> 312 
<212> PRT 

<213> Mus musculus 
<400> 49 

Met Glu Val Asp Ser Asn Ser Ser Ser Gly Thr Phe He Leu Met Gly 
15 10 15 

Val Ser Asp His Pro His Leu Glu He He Phe Phe Ala Val He Leu 
20 25 30 



Ala Ser Tyr Leu Leu Thr Leu Val Gly Asn Leu Thr He He Leu Leu 
35 40 45 



Ser Arg Leu Asp Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

44 



50 55 60 

Asn Leu Ser Ser Leu Asp Leu Ala Phe Thr Thr Ser Ser Val Pro Gin 
65 70 75 80 

Met Leu Lys Asn Leu Trp Gly Pro Asp Lys Thr He Ser Tyr Gly Gly 
85 90 95 

Cys Val Thr Gin Leu Tyr Val Phe Leu Trp Leu Gly Ala Thr Glu Cys 
100 105 110 

He Leu Leu Val Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Arg 
115 120 125 

Pro Leu His Tyr Met Thr Val Met Asn Pro Arg Leu Cys Trp Gly Leu 
130 135 140 

Ala Ala He Ser Trp Leu Gly Gly Leu Gly Asn Ser Val He Gin Ser 
145 150 155 160 

Thr Phe Thr Leu Gin Leu Pro Phe Cys Gly His Arg Lys Val Asp Asn 
165 170 175 

Phe Leu Cys Glu Val Pro Ala Met He Lys Leu Ala Cys Gly Asp Thr 
180 185 190 

Ser Leu Asn Glu Ala Val Leu Asn Gly Val Cys Thr Phe Phe Thr Val 
195 200 205 

Val Pro Val Ser Val He Leu Val Ser Tyr Cys Phe He Ala Gin Ala 
210 215 220 

Val Met Lys He Arg Ser Val Glu Gly Arg Arg Lys Ala Phe Asn Thr 
225 230 235 240 

Cys Val Ser His Leu Val Val Val Phe Leu Phe Tyr Gly Ser Ala He 
245 250 255 

Tyr Gly Tyr Leu Leu Pro Ala Lys Ser Ser Asn Gin Ser Gin Gly Lys 
260 265 270 

Phe He Ser Leu Phe Tyr Ser Val Val Thr Pro Met Val Asn Pro Leu 
275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Lys Gly Ala Leu Gly Arg Leu 
290 295 300 

Leu Gly Lys Gly Arg Gly Ala Ser 
305 310 



<210> 50 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 50 



45 



Met Asn Trp Val Asn Lys Ser Val Pro Gin Glu Phe He Leu Leu Val 
15 10 15 

Phe Ser Asp Gin Pro Trp Leu Glu He Pro Pro Phe Val Met Phe Leu 
20 25 30 

Phe Ser Tyr He Leu Thr He Phe Gly Asn Leu Thr lie lie Leu Val 
35 40 45 

Ser His Val Asp Phe Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin 
65 70 75 80 

Met Leu Val Asn He Cys Asn Thr Arg Lys Val He Ser Tyr Gly Gly 
85 90 95 

Cys Val Ala Gin Leu Phe He Phe Leu Ala Leu Gly Ser Thr Glu Cys 
100 105 110 

Leu Leu Leu Ala Val Met Cys Phe Asp Arg Phe Val Ala lie Cys Arg 
115 120 125 

Pro Leu His Tyr Ser He He Met His Gin Arg Leu Cys Phe Gin Leu 
130 135 140 

Ala Ala Ala Ser Trp He Ser Gly Phe Ser Asn Ser Val Leu Gin Ser 
145 150 155 160 

Thr Trp Thr Leu Lys Met Pro Leu Cys Gly His Lys Glu Val Asp His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp Thr 
180 185 190 

Thr Ala Asn Glu Ala Glu Leu Phe Phe lie Ser Val Leu Phe Leu Leu 
195 200 205 

lie Pro Val Thr Leu He Leu He Ser Tyr Ala Phe lie Val Gin Ala 
210 215 220 

Val Leu Arg He Gin Ser Ala Glu Gly Arg Arg Lys Ala Phe Gly Thr 
225 230 235 240 

Cys Gly Ser His Leu He Val Val Ser Leu Phe Tyr Gly Thr Ala He 
245 250 255 

Ser Met Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Arg Gly Lys 
260 265 270 

Met Val Ser Leu Phe Cys Gly He lie Ala Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu Ala Phe Lys Arg Leu 
290 295 300 
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Val Ala Lys Ser Leu Leu Asn Gin Glu lie Arg Asn Met Gin Met lie 

305 310 315 320 

Ser Phe Ala Lys Asp Thr Val Leu Thr Tyr Leu Thr Asn Phe Ser Ala 

325 330 335 

Ser Cys Pro lie Phe Val lie Thr lie Glu Asn Tyr Cys Asn Leu Pro 
340 345 350 



Gin Arg Lys Phe Pro 
355 



<210> 51 
<211> 317 
<212> PRT 

<213> Mus musculus 
<400> 51 

Met Ala lie Asn Lys Ser Ser Gly Gly Asp Phe lie Leu Val Gly Phe 
15 10 15 

Ser Asp Gin Pro Gin Leu Glu Lys lie Leu Phe Val Leu Val Leu lie 
20 25 30 

Ser Tyr Leu Leu Thr Leu Val Gly Asn Thr Ala lie lie Leu Val Ser 
35 40 45 

Cys Leu Asp Ser Ala Leu Gin Thr Pro Met Tyr Tyr Phe Leu Thr Asn 
50 55 60 

Leu Ser Phe Val Asp lie Cys Phe Ser Thr Ser lie Val Pro Gin Leu 
65 70 75 80 

Leu Trp Asn Leu His Gly Pro Ala Lys Thr lie Thr Ala Thr Gly Cys 
85 90 95 

Ala lie Gin Leu Tyr Val Ser Leu Ala Leu Gly Ser Thr Glu Cys Val 
100 105 110 

Leu Leu Ala Val Met Ala Phe Asp Arg Tyr Ala Ala Val Cys Arg Pro 
115 120 125 

Leu His Tyr Ala Thr Val Met His Pro Arg Leu Cys Gin Ser Leu Ala 
130 135 140 

Gly Val Ala Trp Leu Ser Gly Val Gly Asn Thr Leu lie Gin Gly Thr 
145 150 155 160 

lie Thr Leu Arg Leu Pro Arg Cys Gly Asn His Lys lie Tyr His Phe 
165 170 175 

lie Cys Glu Val Pro Ala Met lie Lys Leu Ala Cys Val Asp lie His 
180 185 190 

Ala Asn Glu Val Gin Leu Phe Met Ala Ser Leu Val Leu Leu Leu Leu 
195 200 205 
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Pro Leu Thr Leu lie Leu Val Ser Tyr Gly Tyr lie Ala Gin Ala Leu 
210 215 220 

Met Arg Leu Arg Ser Ala Leu Thr Trp Gly Lys Ala Leu Gly Thr Cys 
225 230 235 240 

Gly Ser His Leu He Val Val Val Leu Phe Tyr Gly Thr Ser Thr Ala 
245 250 255 

Val Tyr He His Pro Asn Ser Ser Tyr Ala Gin Ser Gin Gly Lys Phe 
260 265 270 

lie Thr Leu Leu Tyr Thr Val Val He Pro Thr Leu Asn Pro Leu He 
275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Lys Arg Leu Val 
290 295 300 

Arg Lys Asp Ser Ser Thr Gly Lys Lys He Leu Ser Arg 
305 310 315 



<210> 52 
<211> 357 
<212> PRT 

<213> Mus musculus 
<400> 52 

Met Asn Trp Val Asn Lys Ser Val Pro Gin Glu Phe He Leu Leu Val 
15 10 15 

Phe Ser Asp Gin Pro Trp Leu Glu He Pro Pro Phe Val Met Phe Leu 
20 25 30 

Phe Ser Tyr He Leu Thr He Phe Gly Asn Leu Thr He He Leu Val 
35 40 45 

Ser His Val Asp Phe Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin 
65 70 75 80 

Met Leu Val Asn He Cys Asn Thr Arg Lys Val He Ser Tyr Gly Gly 
85 90 95 

Cys Val Ala Gin Leu Phe He Phe Leu Ala Leu Gly Ser Thr Glu Cys 
100 105 110 

Leu Leu Leu Ala Val Met Cys Phe Asp Arg Phe Val Ala He Cys Arg 
115 120 125 

Pro Leu His Tyr Ser He He Met His Gin Arg Leu Cys Phe Gin Leu 
130 135 140 



Ala Ala Ala Ser Trp lie Ser Gly Phe Ser Asn Ser Val Leu Gin Ser 

48 



145 



150 



155 



160 



Thr Trp Thr Leu Lys Met Pro Leu Cys Gly His Lys Glu Val Asp His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp Thr 
180 185 190 

Thr Ala Asn Glu Ala Glu Leu Phe Phe lie Ser Val Leu Phe Leu Leu 
195 200 205 

lie Pro Val Thr Leu lie Leu lie Ser Tyr Ala Phe lie Val Gin Ala 
210 215 220 

Val Leu Arg lie Gin Ser Ala Glu Gly Gin Arg Lys Ala Phe Gly Thr 
225 230 235 240 

Cys Gly Ser His Leu lie Val Val Ser Leu Phe Tyr Gly Thr Ala lie 
245 250 255 

Ser Met Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Arg Gly Lys 
260 265 270 

Met Val Ser Leu Phe Cys Gly lie lie Ala Pro Met Leu Asn Pro Leu 
275 280 285 

Tie Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu Ala Phe Lys Arg Leu 
290 295 300 

Val Ala Lys Ser Leu Leu Asn Gin Glu lie Arg Asn Met Gin Met lie 
305 310 315 320 

Ser Phe Ala Lys Asp Thr Val Leu Thr Tyr Leu Thr Asn Phe Ser Ala 
325 330 335 

Ser Cys Pro lie Phe Val lie Thr lie Glu Asn Tyr Cys Asn Leu Pro 
340 345 350 



Gin Arg Lys Phe Pro 
355 



<210> 53 
<211> 311 
<212> PRT 

<213> Mus musculus 
<400> 53 

Met Glu Glu Tyr Asn Thr Ser Ser Thr Asp Phe Thr Phe Met Gly Leu 
15 10 15 

Phe Asn Arg Lys Glu Thr Ser Gly Leu lie Phe Ala lie lie Ser lie 
20 25 30 



lie Phe Phe Thr Ala Leu Met Ala Asn Gly Val Met lie Phe Leu lie 
35 40 45 



49 



Gin Thr Asp Leu Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser His 
50 55 60 

Leu Ser Leu lie Asp Met Met Tyr lie Ser Thr lie Val Pro Lys Met 
65 70 75 80 

Leu Val Asn Tyr Leu Leu Asp Gin Arg Thr lie Ser Phe Val Gly Cys 
85 90 95 

Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe 
100 105 110 

Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn Pro 
115 120 125 

Leu Arg Tyr Pro Val Leu Met Ser Arg Arg Val Cys Trp Met lie lie 
130 135 140 

Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro 
145 150 155 160 

lie Thr Met Ser Phe Pro Phe Cys Asn Ser Arg Glu lie Asn His Phe 
165 170 175 

Phe Cys Glu Ala Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ala 
180 185 190 

Leu Tyr Glu Thr Val Met Tyr Val Cys Cys Val Leu Met Leu Leu lie 
195 200 205 

Pro Phe Ser Val Val Leu Ala Ser Tyr Ala Arg lie Leu Thr Thr Val 
210 215 220 

Gin Cys Met Ser Ser Val Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

Ser Ser His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr 
245 250 255 

Thr Tyr Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val 
260 265 270 

Leu Ser Val Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu lie 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Lys Arg Ala Leu 
290 295 300 

Gly Arg Phe Lys Gly Pro Gin 
305 310 



<210> 54 

<211> 223 

<212> PRT 

<213> Mus musculus 



50 



<400> 54 

Ser His Leu Ser Phe lie Asp Met Met Tyr lie Ser Thr lie Val Pro 
15 10 15 

Lys Met Leu Val Asp Tyr Leu Leu Gly Gin Arg Thr lie Ser Phe Val 
20 25 30 

Gly Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu 
35 40 45 

Phe Phe Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 
50 55 60 

Asn Pro Leu Arg Tyr Pro Val Leu Met Ser Arg Arg lie Cys Trp lie 
65 70 75 80 

lie lie Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu 
85 90 95 

Thr Pro lie Thr Met Ser Phe Pro Phe Cys Arg Ser Arg Glu lie Asn 
100 105 110 

His Phe Phe Cys Glu Ala Pro Ala Val Leu Lys Leu Ala Cys Ala Asp 
115 120 125 

Thr Ala Leu Tyr Glu Thr Val Met Tyr Val Cys Cys Val Leu Met Leu 
130 135 140 

Leu lie Pro Phe Ser Val Val lie Ser Ser Tyr Ala Arg lie Leu Ala 
145 150 155 160 

Thr Val Tyr His Met Ser Ser Val Glu Gly Arg Lys Lys Ala Phe Ala 
165 170 175 

Thr Cys Ser Ser His Met Thr Val Val Thr Leu Phe Tyr Gly Ala Ala 
180 185 190 

lie Tyr Thr Tyr Met Val Pro His Ser Tyr His Ser Pro Ser Gin Asp 
195 200 205 



Lys lie Phe Ser Val Phe Tyr Thr lie Leu Thr Pro Met Leu Asn 
210 215 220 



<210> 55 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 55 

Leu lie Asp Met Met Tyr lie Ser Thr lie Val Pro Lys Met Leu Val 
15 10 15 

Asn Tyr Leu Leu Asp Gin Arg Thr lie Ser Phe Val Gly Cys Thr Ala 
20 25 30 

Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe Leu Leu 

51 



35 

Gly Leu Met Ala 
50 

Tyr Pro Val Leu 
65 

Ser Trp Phe Gly 



Met Ser Phe Pro 
100 

Glu Ala Pro Ala 
115 

Glu Thr Val Met 
130 

Ser Val Val Leu 
145 

Met Ser Ser Val 



40 

Tyr Asp Arg Tyr 
55 

Met Ser Arg Arg 

70 

Gly Ser Leu Asp 
85 

Phe Cys Asn Ser 



Val Leu Lys Leu 
120 

Tyr Val Cys Cys 
135 

Ala Ser Tyr Ala 
150 

Glu Gly Arg Lys 
165 



Val Ala He Cys 
60 

Val Cys Trp Met 
75 

Gly Phe Leu Leu 
90 

Arg Glu He Asn 
105 

Ala Cys Ala Asp 



Val Leu Met Leu 
140 

Arg He Leu Thr 
155 

Lys Ala Phe Ala 
170 




45 

Asn Pro Leu Arg 



He He Ala Gly 
80 

Thr Pro He Thr 
95 

His Phe Phe Cys 
110 

Thr Ala Leu Tyr 
125 

Leu He Pro Phe 



Thr Val Gin Cys 
160 

Thr Cys Ser Ser 
175 



His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr Thr Tyr 
180 185 190 

Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val Leu Ser 
195 200 205 

Val Phe Tyr Thr He Leu Thr Pro 
210 215 



<210> 56 
<211> 316 
<212> PRT 

<213> Mus musculus 
<400> 56 

Met Glu Pro Trp Asn Ser Thr Leu Gly Thr Asp Phe Asn Leu Val Gly 
15 10 15 

lie Leu Asp Asp Ser Gly Ser Pro Glu Leu Leu Cys Ala Thr Phe Thr 
20 25 30 

Ala Leu Tyr Met Leu Ala Leu He Ser Asn Gly Leu Leu He Leu Val 
35 40 45 

lie Thr Met Asp Ala Arg Leu His Val Pro Met Tyr Phe Leu Leu Gly 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Leu Phe Thr Ser Val Val Thr Pro Lys 
65 70 75 80 



52 



Ala Val He Asp Phe Leu Leu Arg Asp Asn Thr He Ser Phe Glu Gly 
85 90 95 

Cys Ser Leu Gin Met Phe Leu Ala Leu Thr Leu Gly Gly Ala Glu Asp 
100 105 110 

Leu Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

Pro Leu Asn Tyr Met He Phe Met Arg Pro Ser He Cys Trp Leu Met 
130 135 140 

Val Ala Thr Ser Trp Val Leu Ala Ser Leu Met Ala Leu Gly Tyr Thr 
145 150 155 160 

Thr Tyr Thr Met Gin Tyr Ser Tyr Cys Lys Ser Arg Lys He Arg His 
165 170 175 

Leu Leu Cys Glu lie Pro Pro Leu Leu Lys Leu Ala Cys Ala Asp Thr 
180 185 190 

Ser Lys Tyr Glu Leu Met Val Tyr Val Met Gly Val Thr Phe Leu He 
195 200 205 

Pro Pro Leu Ala Ala He Leu Ala Ser Tyr Ser Leu He Leu Phe Thr 
210 215 220 

Val Leu His Met Pro Ser Asn Glu Gly Arg Lys Lys Ala Leu Val Thr 
225 230 235 240 

Cys Ser Ser His Leu Thr Val Val Gly Met Phe Tyr Gly Ala Ala Thr 
245 250 255 

Phe Met Tyr Val Leu Pro Asn Ser Phe His Ser Pro Arg Gin Asp Asn 
260 265 270 

He He Ser Val Phe Tyr Thr lie Val Thr Pro Ala Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Thr Gly Ala Leu He Arg Val 
290 295 300 



Leu Gly Arg Tyr He Val Pro Ala His Pro Thr Leu 
305 310 315 



<210> 57 
<211> 319 
<212> PRT 

<213> Mus musculus 
<400> 57 

Met Glu Phe Arg Asn Ser Thr Met Gly Asn Gly Phe He Leu Val Gly 
15 10 15 

lie Leu Asp Asp Ser Gly Ala Pro Asp Leu Leu Cys Ala Thr lie Thr 
20 25 30 



53 



• 



Ala Leu Tyr Met 
35 

lie Thr Met Asp 
50 

Gin Leu Ser Leu 
65 

Ala Val He Asp 



Cys Ala Leu Gin 
100 



Leu Phe Cys Glu 
180 



Leu Pro Leu Ala 
210 

Val Leu His Met 

225 

Cys Ser Ser His 



Leu Met Tyr Val 
260 



Leu Ala Leu Thr 
40 

Ala Arg Leu Arg 
55 

Met Asp Leu Leu 
70 

Phe Leu Leu Lys 
85 

Met Phe Leu Glu 



Val He Leu Ala 
215 

Pro Ser Asn Glu 
230 

Leu He Val Val 
245 

Leu Pro Ser Gin 



Ser Asn Gly Val 



Val Pro Met Tyr 
60 

Leu Thr Ser Val 
75 

Asp Asn Thr He 
90 

Leu Val Leu Gly 
105 



Ser Tyr Val Arg 
220 

Gly Arg Lys Lys 
235 

Gly Met Trp Tyr 
250 

Phe His Ser Pro 
265 



Leu Leu Leu Val 
45 

Leu Leu Leu Gly 



He Thr Pro Lys 
80 

Ser Phe Gly Gly 
95 

Ser Ala Glu Asp 
110 

Ala He Cys His 
125 

Cys Trp Phe He 



Leu Gly Phe Thr 
160 

Gin He Arg His 
175 



Ser Val Leu He 
205 

He Leu Phe Thr 



Ala Leu Val Thr 
240 

Gly Gly Ser Ser 
255 

Lys Gin Asp Asn 
270 



Leu Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Val 
115 120 

Pro Leu Asn Tyr Met lie Phe Met Arg Pro Ser Val 

130 135 140 

Val Gly Thr He Trp He Leu Ala Ser Val He Ala 

145 150 155 



He Tyr Thr Met Asn Tyr Pro Phe Cys Lys Ser Arg 
165 170 



He Pro Pro Leu Leu Lys Leu Ala Cys Glu Asp Thr 
185 190 



Ser Thr Tyr Glu Leu Met Val Tyr Leu Ala Gly Val 
195 200 



He Leu Ser He Phe Tyr Thr He Val Thr Pro Ala Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Thr Gly Ala Leu Arg Arg He 
290 295 300 

Phe Gly Lys Trp Leu Gly Pro Ala His Phe Leu Gly Ser Ser Phe 
305 310 315 



<210> 58 

54 



<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Glu Leu Trp Asn Phe Thr Leu Gly Ser Gly Phe lie Leu Val Gly 
15 10 15 

lie Leu Asn Asp Ser Gly Ser Pro Glu Leu Leu Cys Ala Thr lie Thr 
20 25 30 

lie Leu Tyr Leu Leu Ala Leu lie Ser Asn Gly Leu Leu Leu Leu Ala 
35 40 45 

lie Thr Met Glu Ala Arg Leu His Met Pro Met Tyr Leu Leu Leu Gly 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Leu Phe Thr Ser Val Val Thr Pro Lys 
65 70 75 80 

Ala Leu Ala Asp Phe Leu Arg Arg Glu Asn Thr lie Ser Phe Gly Gly 
85 90 95 

Cys Ala Leu Gin Met Phe Leu Ala Leu Thr Met Gly Gly Ala Glu Asp 
100 105 110 

Leu Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Thr Tyr Met Thr Leu Met Ser Ser Arg Ala Cys Trp Leu Met 
130 135 140 

Val Ala Thr Ser Trp lie Leu Ala Ser Leu Ser Ala Leu lie Tyr Thr 
145 150 155 160 

Val Tyr Thr Met His Tyr Pro Phe Cys Arg Ala Gin Glu lie Arg His 
165 170 175 

Leu Leu Cys Glu lie Pro His Leu Leu Lys Val Ala Cys Ala Asp Thr 
180 185 190 

Ser Arg Tyr Glu Leu Met Val Tyr Val Met Gly Val Thr Phe Leu lie 
195 200 205 

Pro Ser Leu Ala Ala lie Leu Ala Ser Tyr Thr Gin lie Leu Leu Thr 
210 215 220 

Val Leu His Met Pro Ser Asn Glu Gly Arg Lys Lys Ala Leu Val Thr 
225 230 235 240 

Cys Ser Ser His Leu Thr Val Val Gly Met Phe Tyr Gly Ala Ala Thr 
245 250 255 

Phe Met Tyr Val Leu Pro Ser Ser Phe His Ser Thr Arg Gin Asp Asn 
260 265 270 



lie lie Ser Val Phe Tyr Thr lie Val Thr Pro Ala Leu Asn Pro Leu 

55 



275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Met Arg Ala Leu Arg Arg Val 
290 295 300 

Leu Gly Lys Tyr Met Leu Pro Ala His Ser Thr Leu 
305 310 315 



<210> 59 
<211> 315 
<212> PRT 

<213> Mus musculus 
<400> 59 

Met Glu Val Cys Asn Ser Thr Leu Arg Ser Gly Phe lie Leu Met Gly 
15 10 15 

lie Leu Asp Asp Asn Asp Phe Pro Glu Leu Leu Cys Ala Thr lie Thr 
20 25 30 

Ala Leu Tyr Leu Leu Ala Leu Thr Ser Asn Gly Leu Leu Leu Leu Val 
35 40 45 

lie Thr Met Asp Thr Arg Leu His Val Pro Met Tyr Leu Leu Leu Trp 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Leu Leu Thr Ser Val lie Thr Pro Lys 
65 70 75 80 

Ala lie Leu Asp Tyr Leu Leu Lys Asp Asn Thr lie Ser Phe Gly Gly 
85 90 95 

Cys Ala Leu Gin Met Phe Leu Ala Leu Thr Leu Gly Thr Ala Glu Asp 
100 105 110 

Leu Leu Leu Ser Phe Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Asn Tyr Thr lie Leu Met Ser Gin Lys Val Cys Cys Leu Met 
130 135 140 

lie Ala Thr Ser Trp Ser Leu Ala Ser Leu Ser Ala Leu Gly Tyr Ser 
145 150 155 160 

Met Tyr Thr Met Gin Tyr Pro Phe Cys Lys Ser Arg Gin lie Arg His 
165 170 175 

Leu Phe Cys Glu lie Pro Pro Leu Leu Lys Leu Ala Cys Ala Asp Thr 
180 185 190 

Ser Thr Tyr Glu Leu Met Val Tyr Leu Met Gly Val Thr Leu Leu Phe 
195 200 205 

Pro Ala Leu Ala Ala lie Leu Ala Ser Tyr Ser Leu lie Leu Phe Thr 
210 215 220 



56 



Val Leu His Met Pro Ser Asn Glu Gly Arg Arg Lys Ala Leu Val Thr 
225 230 235 240 

Cys Ser Ser His Leu Thr Val Val Gly Met Trp Tyr Gly Gly Ala lie 
245 250 255 

Val Met Tyr Val Leu Pro Ser Ser Phe His Ser Pro Lys Gin Asp Asn 
260 265 270 

lie Ser Ser Val Phe Tyr Thr lie Phe Thr Pro Ala Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Thr Gly Ala Leu Arg Arg Val 
290 295 300 

Leu Gly Lys Arg Leu Ser Val Gin Ser Thr Phe 
305 310 315 



<210> 60 
<211> 316 
<212> PRT 

<213> Mus musculus 
<400> 60 

Met Glu Pro Trp Asn Ser Thr Leu Glu Ser Gly Phe lie Leu Val Gly 
15 10 15 

lie Leu Asp Gly Ser Gly Ser Pro Glu Leu Leu Cys Ala Thr Val Thr 
20 25 30 

Thr Leu Tyr Met Leu Ala Leu lie Ser Asn Gly Leu Leu Leu Leu Val 
35 40 45 

lie Thr Val Asp Ala Arg Leu His Val Pro Met Tyr Leu Leu Leu Arg 
50 55 60 

Gin Leu Ser Leu lie Asp Leu Leu Phe Thr Ser Val Val Thr Pro Asn 
65 70 75 80 

Thr Val Val Asp Phe Leu Leu Arg Asp Asn Thr lie Ser Phe Glu Gly 
85 90 95 

Cys Ala Leu Gin Leu Phe Ser Ala Met Thr Leu Gly Gly Ala Glu Glu 
100 105 110 

Leu Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Asn Tyr Met lie Phe Met Ser Pro Lys Ala Cys Arg Leu Met 
130 135 140 

Val Ala lie Ser Trp lie Leu Ala Ser Leu Ser Ala Leu Gly His Thr 
145 150 155 160 

Val Tyr Thr Met His Phe Pro Phe Cys Met Ser Gin Glu lie Arg His 
165 170 175 
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Leu Leu Cys Glu 
180 

Ser Gin Tyr Glu 
195 

Leu Pro Leu Ser 
210 

Val Leu His Met 
225 

Cys Ser Ser His 



Phe Met Tyr Val 
260 

He He Ser Val 
275 

He Tyr Ser Leu 
290 

Leu Gly Arg His 
305 



<210> 61 
<211> 217 
<212> PRT 
<213> Homo sapi 

<400> 61 
He He Asp He 
1 

Asn Leu Gly Leu 
20 

Met Gin Thr Phe 
35 

Leu Val Met Met 
50 

Gin Tyr Ser Val 
65 

Thr Ser Trp Ala 



He Leu Arg Leu 
100 




Val Pro Pro Leu 



Leu Met Val Tyr 
200 

Ala He He Thr 
215 

Pro Ser Asn Glu 
230 

Leu Thr Val Val 
245 

Leu Pro Ser Ser 



Phe Tyr Thr He 
280 

Arg Asn Lys Glu 
295 

He Leu Pro Ala 
310 



ns 



Ser Tyr Ala Ser 
5 

Asn Lys Arg Lys 



Leu Tyr Met Ala 
40 

Ser Tyr Asp Arg 
55 

He Met Arg Trp 
70 

Cys Gly Ser Leu 
85 

Pro Phe Cys Gly 



Leu Lys Leu Ala 
185 

Val Thr Gly Val 



Ser Tyr Ser Leu 
220 

Gly Arg Lys Lys 
235 

Gly Met Phe Tyr 
250 

Phe His Ser Pro 
265 

Val Thr Pro Ala 



Val He Gly Ala 
300 

His Ala Thr Val 
315 



Asn Lys Val Pro 
10 

Thr lie Ser Phe 
25 

Phe Ala His Thr 



Tyr Met Ala He 
60 

Gly Val Cys Thr 
75 

Leu Ala Leu Val 
90 

Pro His Glu He 
105 




Cys Ala Asp Thr 
190 

He Phe Leu Leu 
205 

He Leu Phe Thr 



Ala Leu Val Thr 
240 

Gly Gly Ala Thr 
255 

Lys Gin Asp Asn 
270 

Leu Asn Pro Leu 
285 

Val Arg Arg Val 



Lys Met Leu Thr 
15 

Val Pro Cys Thr 
30 

Glu Cys Leu He 
45 

Cys His Pro Leu 



Val Leu Ala Val 
80 

His Val Val Leu 
95 

Asn His Phe Phe 
110 



Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 
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115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 
130 135 140 

Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
145 150 155 160 

Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser 
165 170 175 

Ser His Leu Cys Met Val Gly Leu Phe Phe Gly Ser Ala He Val Met 
180 185 190 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu 
195 200 205 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro 
210 215 



<210> 62 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Met Gly Asp Asn He Thr Ser He Thr Glu Phe Leu Leu Leu Gly Phe 
15 10 15 

Pro Val Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 
20 25 30 

Phe Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr He Leu Gly Leu He 
35 40 45 

Ser Leu Asp Ser Arg Leu His Ala Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

Leu Ala Val Val Asp He Ala Tyr Ala Cys Asn Thr Val Pro Arg Met 
65 70 75 80 

Leu Val Asn Leu Leu His Pro Ala Lys Pro He Ser Phe Ala Gly Arg 
85 90 95 

Met Met Gin Thr Phe Leu Phe Ser Thr Phe Ala Val Thr Glu Cys Leu 
100 105 110 

Leu Leu Val Val Met Ser Tyr Asp Leu Tyr Val Ala He Cys His Pro 
115 120 125 

Leu Arg Tyr Leu Ala He Met Thr Trp Arg Val Cys He Thr Leu Ala 
130 135 140 

Val Thr Ser Trp Thr Thr Gly Val Leu Leu Ser Leu He His Leu Val 
145 150 155 160 
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Leu Leu Leu Pro Leu Pro Phe Cys Arg Pro Gin Lys lie Tyr His Phe 
165 170 175 

Phe Cys Glu lie Leu Ala Val Leu Lys Leu Ala Cys Ala Asp Thr His 
180 185 190 

He Asn Glu Asn Met Val Leu Ala Gly Ala He Ser Gly Leu Val Gly 
195 200 205 

Pro Leu Ser Thr He Val Val Ser Tyr Met Cys He Leu Cys Ala He 
210 215 220 

Leu Gin He Gin Ser Arg Glu Val Gin Arg Lys Ala Phe Cys Thr Cys 
225 230 235 240 

Phe Ser His Leu Cys Val He Gly Leu Phe Tyr Gly Thr Ala He He 
245 250 255 

Met Tyr Val Gly Pro Arg Tyr Gly Asn Pro Lys Glu Gin Lys Lys Tyr 
260 265 270 

Leu Leu Leu Phe His Ser Leu Phe Asn Pro Met Leu Asn Pro Leu He 
275 280 285 

Cys Ser Leu Arg Asn Ser Glu Val Lys Asn Thr Leu Lys Arg Val Leu 
290 295 300 

Gly Val Glu Arg Ala Leu 
305 310 



<210> 63 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 63 

He He Asp He Ser Tyr Ala Ser Asn Asn Val Pro Lys Met Leu Thr 
15 10 15 

Asn Leu Gly Leu Asn Lys Arg Lys Thr lie Ser Phe Val Pro Cys Thr 
20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu He 
35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala He Cys His Pro Leu 
50 55 60 

Gin Tyr Ser Val He Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val Leu 
85 90 95 

He Leu Arg Leu Pro Phe Cys Gly Pro His Glu He Asn His Phe Phe 
100 105 110 
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Cys Glu lie Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 
115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 
130 135 140 

Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
145 150 155 160 

Gly He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser 
165 170 175 

Ser His Leu Cys Met Val Gly Leu Phe Phe Gly Ser Ala He Val Met 
180 185 190 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu 
195 200 205 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro 
210 215 



<210> 64 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 64 

He He Asp He Ser Tyr Ala Ser Asn Lys Val Pro Lys Met Leu Thr 
15 10 15 

Asn Leu Gly Leu Asn Lys Arg Lys Thr He Ser Phe Val Pro Cys Thr 
20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu He 
35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala He Cys His Pro Leu 
50 55 60 

Gin Tyr Ser Val He Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val Leu 
85 90 95 

He Leu Arg Leu Pro Phe Cys Gly Pro His Glu He Asn His Phe Phe 
100 105 110 

Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 
115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 
130 135 140 



Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
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Gly He Gin Ser 



Ser His Leu Cys 
180 

Tyr Met Ala Pro 
195 

Ser Leu Phe Tyr 
210 




150 

Gly Glu Gly Arg 
165 

Met Val Gly Leu 



Lys Ser Arg His 
200 

Ser Leu Phe Asn 
215 



155 

Arg Lys Ala Phe 
170 

Phe Phe Gly Ser 
185 

Pro Glu Glu Gin 
Pro 




160 

Ser Thr Cys Ser 
175 

Ala He Val Met 
190 

Gin Lys Val Leu 
205 



<210> 65 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 65 

Met Gly Asp Asn He Thr Ser He Arg Glu Phe Leu Leu Leu Gly Phe 
15 10 15 

Pro Val Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 
20 25 30 

Phe Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr He Leu Gly Leu He 
35 40 45 

Ser Leu Asp Ser Arg Leu His Ala Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

Leu Ala Val Val Asp He Ala Tyr Ala Cys Asn Thr Val Pro Arg Met 
65 70 75 80 

Leu Val Asn Leu Leu His Pro Ala Lys Pro He Ser Phe Ala Gly Arg 
85 90 95 

Met Met Gin Thr Phe Leu Phe Ser Thr Phe Ala Val Thr Glu Cys Leu 
100 105 110 

Leu Leu Val Val Met Ser Tyr Asp Leu Tyr Val Ala He Cys His Pro 
115 120 125 

Leu Arg Tyr Leu Ala He Met Thr Trp Arg Val Cys He Thr Leu Ala 
130 135 140 

Val Thr Ser Trp Thr Thr Gly Val Leu Leu Ser Leu He His Leu Val 
145 150 155 160 

Leu Leu Leu Pro Leu Pro Phe Cys Arg Pro Gin Lys He Tyr His Phe 
165 170 175 

Phe Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp Thr His 
180 185 190 
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lie Asn Glu Asn Met Val Leu Ala Gly Ala lie Ser Gly Leu Val Gly 
195 200 205 

Pro Leu Ser Thr lie Val Val Ser Tyr Met Cys lie Leu Cys Ala lie 
210 215 220 

Leu Gin lie Gin Ser Arg Glu Val Gin Arg Lys Ala Phe Arg Thr Cys 
225 230 235 240 

Phe Ser His Leu Cys Val He Gly Leu Val Tyr Gly Thr Ala He He 
245 250 255 

Met Tyr Val Gly Pro Arg Tyr Gly Asn Pro Lys Glu Gin Lys Lys Tyr 
260 265 270 

Leu Leu Leu Phe His Ser Leu Phe Asn Pro Met Leu Asn Pro Leu He 
275 280 285 

Cys Ser Leu Arg Asn Ser Glu Val Lys Asn Thr Leu Lys Arg Val Leu 
290 295 300 

Gly Val Glu Arg Ala Leu 
305 310 



<210> 66 
<211> 484 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met Ala Ala Ala Thr Gin Phe Leu Ser Gin Pro Ser Ser Leu Asn Pro 
15 10 15 

His Gin Leu Lys Asn Gin Thr Ser Gin Arg Ser Arg Ser He Pro Val 
20 25 30 

Leu Ser Leu Lys Ser Thr Leu Lys Pro Leu Lys Arg Leu Ser Val Lys 
35 40 45 

Ala Ala Val Val Ser Gin Asn Ser Ser Lys Thr Val Thr Lys Phe Asp 
50 55 60 

His Cys Phe Lys Lys Ser Ser Asp Gly Phe Leu Tyr Cys Glu Gly Thr 
65 70 75 80 

Lys Val Glu Asp He Met Glu Ser Val Glu Arg Arg Pro Phe Tyr Leu 
85 90 95 

Tyr Ser Lys Pro Gin He Thr Arg Asn Leu Glu Ala Tyr Lys Glu Ala 
100 105 110 

Leu Glu Gly Val Ser Ser Val lie Gly Tyr Ala He Lys Ala Asn Asn 
115 120 125 

Asn Leu Lys lie Leu Glu His Leu Arg Ser Leu Gly Cys Gly Ala Val 
130 135 140 
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Leu Val Ser Gly Asn Glu Leu Arg Leu Ala Leu Arg Ala Gly Phe Asp 
145 150 155 160 

Pro Thr Lys Cys lie Phe Asn Gly Asn Gly Lys Ser Leu Glu Asp Leu 
165 170 175 

Val Leu Ala Ala Gin Glu Gly Val Phe Val Asn Val Asp Ser Glu Phe 
180 185 190 

Asp Leu Asn Asn lie Val Glu Ala Ser Arg lie Ser Gly Lys Gin Val 
195 200 205 

Asn Val Leu Leu Arg lie Asn Pro Asp Val Asp Pro Gin Val His Pro 
210 215 220 

Tyr Val Ala Thr Gly Asn Lys Asn Ser Lys Phe Gly lie Arg Asn Glu 
225 230 235 240 

Lys Leu Gin Trp Phe Leu Asp Gin Val Lys Ala His Pro Lys Glu Leu 
245 250 255 

Lys Leu Val Gly Ala His Cys His Leu Gly Ser Thr lie Thr Lys Val 
260 265 270 

Asp lie Phe Arg Asp Ala Ala Val Leu Met lie Glu Tyr lie Asp Glu 
275 280 285 

lie Arg Arg Gin Gly Phe Glu Val Ser Tyr Leu Asn lie Gly Gly Gly 
290 295 300 

Leu Gly lie Asp Tyr Tyr His Ala Gly Ala Val Leu Pro Thr Pro Met 
305 310 315 320 

Asp Leu lie Asn Thr Val Arg Glu Leu Val Leu Ser Arg Asp Leu Asn 
325 330 335 

Leu lie lie Glu Pro Gly Arg Ser Leu lie Ala Asn Thr Cys Cys Phe 
340 345 350 

Val Asn His Val Thr Gly Val Lys Thr Asn Gly Thr Lys Asn Phe lie 
355 360 365 

Val lie Asp Gly Ser Met Ala Glu Leu lie Arg Pro Ser Leu Tyr Asp 
370 375 380 

Ala Tyr Gin His lie Glu Leu Val Ser Pro Pro Pro Ala Glu Ala Glu 
385 390 395 400 

Val Thr Lys Phe Asp Val Val Gly Pro Val Cys Glu Ser Ala Asp Phe 
405 410 415 

Leu Gly Lys Asp Arg Glu Leu Pro Thr Pro Pro Gin Gly Ala Gly Leu 
420 425 430 

Val Val His Asp Ala Gly Ala Tyr Cys Met Ser Met Ala Ser Thr Tyr 
435 440 445 
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Asn Leu Lys Met Arg Pro Pro Glu Tyr Trp Val Glu Glu Asp Gly Ser 
450 455 460 

lie Thr Lys lie Arg His Ala Glu Thr Phe Asp Asp His Leu Arg Phe 
465 470 475 480 

Phe Glu Gly Leu 



<210> 67 
<211> 254 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Gly Asn Leu Leu Val lie Leu Val lie Leu Arg Thr Lys Lys Leu Arg 
15 10 15 

Thr Pro Thr Asn lie Phe Leu Leu Asn Leu Ala Val Ala Asp Leu Leu 
20 25 30 

Phe Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly 
35 40 45 

Asp Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe 
50 55 60 

Val Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala lie Ser lie 
65 70 75 80 

Asp Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg lie Arg 
85 90 95 

Thr Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp Val Leu Ala 
100 105 110 

Leu Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val 
115 120 125 

Glu Glu Gly Asn Thr Thr Val Cys Leu lie Asp Phe Pro Glu Glu Ser 
130 135 140 

Val Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu 
145 150 155 160 

Pro Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu Arg Thr Leu 
165 170 175 

Arg Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser 
180 185 190 

Glu Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val 
195 200 205 



Leu Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp Ser Leu Cys 

65 



210 215 220 

Leu Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu 
225 230 235 240 

Trp Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie Tyr 
245 250 



<210> 68 
<211> 241 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Lys Leu Arg Thr Pro Thr Asn lie Phe Leu Leu Asn Leu Ala Val Ala 
15 10 15 

Asp Leu Leu Phe Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu 
20 25 30 

Val Gly Gly Asp Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly 
35 40 45 

Ala Leu Phe Val Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala 
50 55 60 

lie Ser lie Asp Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg 
65 70 75 80 

Arg lie Arg Thr Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp 
85 90 95 

Val Leu Ala Leu Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu 
100 105 110 

Arg Thr Val Glu Glu Gly Asn Thr Thr Val Cys Leu lie Asp Phe Pro 
115 120 125 

Glu Glu Ser Val Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly 
130 135 140 

Phe Val Leu Pro Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu 
145 150 155 160 

Arg Thr Leu Arg Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg 
165 170 175 

Ser Ser Ser Glu Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val 
180 185 190 

Val Phe Val Leu Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp 
195 200 205 

Ser Leu Cys Leu Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu 
210 215 220 



66 




lie Thr Leu Trp Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie 
225 230 235 240 

Tyr 



<210> 69 
<211> 253 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Asn Leu Leu Val lie Leu Val lie Leu Arg Thr Lys Lys Leu Arg Thr 
15 10 15 

Pro Thr Asn lie Phe Leu Leu Asn Leu Ala Val Ala Asp Leu Leu Phe 
20 25 30 

Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly Asp 
35 40 45 

Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe Val 
50 55 60 

Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala lie Ser lie Asp 
65 70 75 80 

Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg lie Arg Thr 
85 90 95 

Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp Val Leu Ala Leu 
100 105 110 

Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val Glu 
115 120 125 

Glu Gly Asn Thr Thr Val Cys Leu lie Asp Phe Pro Glu Glu Ser Val 
130 135 140 

Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu Pro 
145 150 155 160 

Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu Arg Thr Leu Arg 
165 170 175 

Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser Glu 
180 185 190 

Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val Leu 
195 200 205 

Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp Ser Leu Cys Leu 
210 215 220 

Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu Trp 
225 230 235 240 
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Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie Tyr 
245 250 



<210> 70 
<211> 237 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Pro Thr Asn lie Phe Leu Leu Asn Leu Ala Val Ala Asp Leu Leu Phe 
15 10 15 

Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly Asp 
20 25 30 

Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe Val 
35 40 45 

Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala lie Ser lie Asp 
50 55 60 

Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg lie Arg Thr 
65 70 75 80 

Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp Val Leu Ala Leu 
85 90 95 

Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val Glu 
100 105 110 

Glu Gly Asn Thr Thr Val Cys Leu lie Asp Phe Pro Glu Glu Ser Val 
115 120 125 

Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu Pro 
130 135 140 

Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu Arg Thr Leu Arg 
145 150 155 160 

Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser Glu 
165 170 175 

Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val Leu 
180 185 190 

Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp Ser Leu Cys Leu 
195 200 205 

Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu Trp 
210 215 220 

Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie Tyr 
225 230 235 
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<210> 71 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 71 

ttttatggga caatctcctt ca 



<210> 72 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 72 

tgtacttcaa acccaaggcc aaggat 



<210> 73 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 73 

gaacaatgcg acagtcttat cc 

<210> 74 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 74 

ctattttggg gaataccacc at 

<210> 75 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 75 

tttctcgtct ggaacccaag cttcat 



<210> 76 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 76 

ggaaggagag atgagaaagg aa 



<210> 77 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 77 

acgcagtgtt gaggattaag tc 



<210> 78 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 78 

acagaaagca ttcgggacct gcttct 



<210> 79 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 79 
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tgatggttcc ataaaagatg gt 



22 



<210> 80 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 80 

ctattttggg gaataccacc at 22 



<210> 81 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<210> 82 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 82 

ggaaggagag atgagaaagg aa 22 

<210> 83 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 81 

tctcgtctgg aacccaagcc tcatat 



26 



<400> 83 

tttggctagt tccctaatcc at 



22 



<210> 84 
<211> 26 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 84 

aattgcctct ctgtggcaac catagg 

<210> 85 
<211> 22 
<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 85 

tggtacttcg caaataaaat gg 

<210> 86 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 86 

tctggaggct gttctctttg ta 

<210> 87 

<211> 26 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 87 

tcttctacct cctgaccctt gtggga 



<210> 88 

<211> 2 2 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
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Sequence 



<400> 88 

ggggatccag atatgagatg at 



<210> 89 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 89 

tgagcaggac aaagctgtat ct 

<210> 90 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 90 

ccttactccc atgctcaatc cactca 

<210> 91 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 91 

cctgtgacat ccttgttcct aa 



<210> 92 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 92 

acctcccaac aaccttctgt ag 
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<210> 


93 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Description of Artificial 




Sequence 


<400> 


93 


ccgtgacatc cttgttccta aggctg 


<210> 


94 


<211> 


22 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Description of Artificial 




Sequence 


<400> 


94 


ccatgctcaa tccactcatt ta 


<210> 


95 


<211> 


22 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Description of Artificial 




Sequence 


<400> 


95 



catcctcacc atccataaga tg 



<210> 96 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 96 

aaaaggcctt caccacctgc tcct 



<210> 97 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 97 

gaagaggctg accactgtaa tg 22 



<210> 98 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 98 

gcccaagatg ctcctgga 



<210> 99 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 99 

caggtcatgg gtgtgaataa gatctcagcc 30 



<210> 100 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 100 

ggaacatctg catcccacac t 21 



<210> 101 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 101 

gatttcatcc tcatgggact ct 



<210> 102 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 102 

tcagacgatc caaacatcca gctcta 



<210> 103 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 103 

tcaggaaaac cacaaagatg ac 



<210> 104 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 104 

ccctcatgta cctatgctgt gt 



<210> 105 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 105 

cctcatccct gtgacgatca tttcaa 



<210> 106 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 106 

acggtgagga ggatgagtaa at 

<210> 107 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 107 

tggacaccct tttcatctgt ac 



<210> 108 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 108 

actgtcccaa aactcctggc agacat 



<210> 109 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 109 

gccacaaagg aaatgatctt ct 



<210> 110 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 110 

acctcccaac aaccttctgt ag 



<210> 111 

<211> 26 

<2 12> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 111 

ccgtgacatc cttgttccta aggctg 



<210> 112 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 112 

ccatgctcaa tccactcatt ta 



<210> 113 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 113 

tgagcaggac aaagctgtat ct 



<210> 114 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 114 

ccttactccc atgctcaatc cactca 



# 



<210> 115 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 115 

cctgtgacat ccttgttcct aa 



<210> 116 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 116 

attctcaaga acggaggaag at 22 

<210> 117 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 117 

tttacagcct tttcaacccg atcctg 26 



<210> 118 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 118 

tctgcattcc taaggctgta ga 



<210> 119 
<211> 21 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 119 

aggaagatcc tttccctgtt t 21 



<210> 120 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 120 

tacagccttt tcaacccgat cctgaa 26 



<210> 121 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 121 

ctctctttag agcccctttc ac 22 



<210> 122 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 122 

taccgatcat agcacatcat ca 22 



<210> 123 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 123 

tcagacactc tgtaatagca aacgcca 



<210> 124 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 124 

tgctccttgc atacttcaga ct 



<210> 125 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 125 

attctcaaga acggaggaag at 

<210> 126 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 126 

tttacagcct tttcaacccg atcctg 



<210> 127 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 127 

tctgcattcc taaggctgta ga 
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